PDC-M08B_WP_209463324.1 (CDS_0031)

homing endonuclease (CDS_0030)
nomngence

32 33 34 35 36 37 38 39 40
R e ] |
MGV-GENOME-0343337:29,517-37,051 (+)
HEase_00016 homing (CDS_0052)
46 47 51 53 59

MGV-GENOME-0364007:59,373-70,215 (+)

nucleotide kinase (CDS_0043) anaerobic ribonucleoside reductase large subunit (CDS_0051)
42 DNA polymerase (CDS_0044) 49 HEase_00016 homing (CDS_0050) 53
I . . "> | . —— ]

uvig_550927:55,555-66,892 (+)
50 51 HNH endonuclease (CDS_0052)

IMGVR_UViG_3300045988_017048|3300045988|Ga0495776_000081:55,188-65,415 (+)
homing endonuclease (CDS_0043)
a4
I e —

IMGVR_UViG_3300045988_005108|3300045988|Ga0495776_003108:51,762-61,992 (+)
HNH endonuclease (CDS_0051)

uvig 389204:56,911-66,103 (+)

MGV-GENOME-0363827:57,654-66,315 (+)

MGV-GENOME-0360000: 57,085-65,345 (+)
polynucleotide kinase (CDS_0038)
40 41 46

uvig_25670:53,655-63,502 (+)

46 48

15
N

uvig_585103:53,657-62,823 (+)
endonuclease (CDS_0045) 51

el o ——————
SAMNO09781763_al _ct15825:57,595-67,405 (+)

39 40 HEase_00016 homing (CDS_0046) HEase_00016 homing (CDS_0052)

GV-GENOME-0359528:51,986-62,504 (+)
42 43 44 48 49 HNH endonuclease (CDS_0053)

<

MGV-GENOME-0364228:53,873-64,470 (+)

40 41

MGV-GENOME-0360259: 46,831-54,769 (+)
homing endonuclease (CDS_0047)

40 41 nucleotide kinase (CDS_0042) 46 50
L o e . o ———r—————————————e———e . | | e
IMGVR _UViG_3300045988_022371|3300045988|Ga0495776_095781:54,639-64,896 (+)

homing endonuclease (CDS_0045)

uvig_145053:54,636-64,931 (+)
44 47

| 5

MGV-GENOME-0363305: 54,707-64,289 (+)
39
37 387 homing endonuclease (CDS_0044)

IMGVR_UViG_3300045988_005306|3300045988|Ga0495776_132123:52,094-61,524 (+)
4000 nt {
DNA, RNA and nucleotide metabolism other unknown function defence (PADLOC)
I




