
uvig_59939: 35,286-43,639 (+)

holin (CDS_0035)

36

endolysin (CDS_0037)
38

39 40 41
endonuclease (CDS_0042)

Type_V_V_U4 Cas12 (CDS_0043)

44 45 46 47 48 49

MGV-GENOME-0361182: 34,845-42,740 (+)

34 39 40 41 tRNA-Arg(TCT)

uvig_424600: 24,316-42,427 (+)

26 27 28 29 34 35 36
CBASS__AG_E1_ThiF ThiF family (CDS_0038)

39 40

MGV-GENOME-0337307: 32,657-43,034 (+)

36 37 39 40 transposase (CDS_0041)

MGV-GENOME-0336042: 32,657-41,858 (+)

39

MGV-GENOME-0337817: 32,657-43,274 (+)

39
Type_V_V_U4 Cas12 (CDS_0040)

transposase (CDS_0041)

uvig_73594: 32,199-39,617 (+)

37 38
Type_V_V_U4 Cas12 (CDS_0039)

transposase (CDS_0040)

MGV-GENOME-0324781: 33,133-41,557 (+)

endolysin (CDS_0034)
Type_V_V_U4 Cas12 (CDS_0039)

40

uvig_67668: 29,407-36,982 (+)

36 transposase (CDS_0037)

uvig_217250: 33,104-47,256 (+)

37 38 40 41
42

43

retron_II-A1 (CDS_0044)
CBASS__AG_E1_ThiF ThiF family (CDS_0045)

46 47

MGV-GENOME-0334001: 33,104-45,881 (+)

4041 42
retron_II-A1 (CDS_0043)

CBASS__AG_E1_ThiF ThiF family (CDS_0044)

45 46

MGV-GENOME-0342878: 30,973-44,663 (+)

43 44 45
retron_II-A1 (CDS_0046)

CBASS__AG_E1_ThiF ThiF family (CDS_0047)

48 49

MGV-GENOME-0348088: 32,867-46,809 (+)

37 38
retron_II-A1 (CDS_0039)

CBASS__AG_E1_ThiF ThiF family (CDS_0040)

41 42

uvig_555099: 32,763-45,597 (+)

39 40
retron_II-A1 (CDS_0041)

CBASS__AG_E1_ThiF ThiF family (CDS_0042)

43 44

MGV-GENOME-0351254: 31,995-43,718 (+)

37 38 39 40
retron_II-A1 (CDS_0041)

CBASS__AG_E1_ThiF ThiF family (CDS_0042)

43 44

uvig_543590: 32,867-59,671 (+)

36 37 38 39 40 41
mads_8 (CDS_0042)

43

CD0873 (VF0593) (CDS_0044)

45 46
retron_II-A1 (CDS_0047)

CBASS__AG_E1_ThiF ThiF family (CDS_0048)

49 50

uvig_540581: 33,715-46,574 (+)

36 37 3940
41

DHH phosphoesterase (CDS_0042)

43 45 retron_II-A1 (CDS_0046)

MGV-GENOME-0361201: 32,385-49,873 (+)

34 40 41
42

43

terminase large subunit (CDS_0044)
DHH phosphoesterase (CDS_0045)

46
47

48 49 50 51
retron_II-A1 (CDS_0052)

CBASS__AG_E1_ThiF ThiF family (CDS_0053)

54 55

uvig_28873: 31,925-47,758 (+)

40 41
42

43 44

DHH phosphoesterase (CDS_0045)

46 47
48

49

retron_II-A1 (CDS_0050)

CBASS__AG_E1_ThiF ThiF family (CDS_0051)

52 53

uvig_105405: 30,605-47,524 (+)

39 40
41

42

DHH phosphoesterase (CDS_0043)

44
45

46 47
48

495051 52 53
retron_II-A1 (CDS_0054)

CBASS__AG_E1_ThiF ThiF family (CDS_0055)

56 57

MGV-GENOME-0373082: 30,312-48,129 (+)

38
39

40
41

42

terminase large subunit (CDS_0043)
DHH phosphoesterase (CDS_0044)

45

DNA ligase (CDS_0046)

47
48

49 50
51

52

MGV-GENOME-0341587: 33,786-50,297 (+)

major head protein (CDS_0040)
41

42
43

44
45

DHH phosphoesterase (CDS_0046)

47
48

49 50
51

52 55

uvig_368396: 30,988-47,898 (+)

35 36
37

38

39
40

4142

DHH phosphoesterase (CDS_0043)

4445

46
47

48 Type_V_V_U3 Cas12 (CDS_0051)

uvig_384873: 30,793-44,860 (+)

40
DHH phosphoesterase (CDS_0041)

4243 44 45 47

uvig_14770: 31,558-47,550 (+)

38 39
40

41

42 43

DHH phosphoesterase (CDS_0044)

4546

47
48

49
50

51

uvig_50978: 32,649-47,756 (+)

39 40
41

42
43

DHH phosphoesterase (CDS_0044)

4546
47

48
49

50

MGV-GENOME-0336200: 33,087-46,260 (+)

DHH phosphoesterase (CDS_0037) 38
39

40

uvig_135697: 32,598-48,181 (+)

37 38
39

40
41

DHH phosphoesterase (CDS_0042)

43
secreted protein (CDS_0044)

45 46

MGV-GENOME-0337960: 30,727-38,125 (+)

DHH phosphoesterase (CDS_0040) 41
42

43

10000 nt
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