
IMGVR_UViG_3300029428_000008|3300029428|Ga0242788_100671: 38,748-46,364 (+)

59
Holliday junction resolvase (CDS_0060)

61 62 63 64 65 66 67 68
DS-15__DS-15A (CDS_0069)

70 ParB-like partition protein (CDS_0071)

MGV-GENOME-0253507: 27,361-33,028 (+)

44 50

IMGVR_UViG_3300029830_000347|3300029830|Ga0245137_100460|179-46101: 35,750-41,607 (+)

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0057)
58

MGV-GENOME-0287050: 32,101-37,960 (+)

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0050)
51

IMGVR_UViG_3300045988_130270|3300045988|Ga0495776_116788: 38,366-44,114 (+)

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0062)
63

IMGVR_UViG_3300029725_000186|3300029725|Ga0245208_100097|73044-123841: 40,869-46,615 (+)

MTase_II_00072 Type (CDS_0061) 62

MGV-GENOME-0284946: 29,287-35,144 (+)

47

MGV-GENOME-0291517: 34,534-40,475 (+)

55 56 57 60 61

IMGVR_UViG_3300045988_115303|3300045988|Ga0495776_092733: 34,534-40,475 (+)

55 56 57

MGV-GENOME-0270200: 30,103-37,754 (+)

45 51

MGV-GENOME-0305837: 37,488-44,530 (+)

60 63 69

IMGVR_UViG_3300029236_000017|3300029236|Ga0169721_100474: 33,811-40,722 (+)

Holliday junction resolvase 54 58

MGV-GENOME-0302782: 35,623-42,714 (+)

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0058) 61

IMGVR_UViG_3300029131_000227|3300029131|Ga0168790_100009|270318-314316: 34,696-41,790 (+)

59

SRS050752_a1_ct25445: 37,733-44,640 (+)

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0060)
61 64

IMGVR_UViG_3300045988_107374|3300045988|Ga0495776_159260: 35,120-41,810 (+)

56 60

MGV-GENOME-0304237: 37,748-44,576 (+)

62 65

MGV-GENOME-0265875: 30,377-37,279 (+)

47 50

MGV-GENOME-0305267: 39,175-46,084 (+)

62 65

MGV-GENOME-0265552: 30,313-37,223 (+)

49

uvig_587710: 37,970-45,326 (+)

62 transcriptional regulator (CDS_0068)

MGV-GENOME-0290287: 33,059-40,229 (+)

56

MGV-GENOME-0316670: 36,297-43,647 (+)

58 62

IMGVR_UViG_3300045988_120899|3300045988|Ga0495776_165804: 39,239-46,229 (+)

65

IMGVR_UViG_3300045988_103793|3300045988|Ga0495776_098504: 36,946-43,936 (+)

62

uvig_224763: 41,868-48,992 (+)

72

MGV-GENOME-0312736: 35,120-41,810 (+)

60

MGV-GENOME-0269397: 30,954-37,946 (+)

53

MGV-GENOME-0285084: 33,990-40,979 (+)

58

MGV-GENOME-0253490: 28,218-35,128 (+)

47

MGV-GENOME-0293900: 34,262-41,182 (+)

60

IMGVR_UViG_3300039357_000280|3300039357|Ga0169236_00017|98642-146378: 38,571-45,528 (+)

64 68

IMGVR_UViG_3300045988_105767|3300045988|Ga0495776_096837: 38,404-45,461 (+)

66 67

MGV-GENOME-0306988: 39,251-46,656 (+)

66 67

uvig_594364: 38,194-45,418 (+)

65 66

IMGVR_UViG_3300045988_100439|3300045988|Ga0495776_098442: 36,679-43,897 (+)

60 61 64 65

uvig_598824: 36,692-44,070 (+)

58 59

MGV-GENOME-0251550: 27,567-34,787 (+)

45 46

MGV-GENOME-0298007: 36,679-43,897 (+)

64 65

MGV-GENOME-0311190: 35,476-42,264 (+)

59

MGV-GENOME-0286306: 33,419-41,245 (+)

58 59

IMGVR_UViG_3300045988_112963|3300045988|Ga0495776_097380: 38,309-45,881 (+)

64 65

MGV-GENOME-0255747: 27,461-35,504 (+)

39 43 44

uvig_336760: 46,176-53,950 (+)

76 77

MGV-GENOME-0304143: 38,260-45,700 (+)

62 63

MGV-GENOME-0247576: 26,985-34,130 (+)

41 42

IMGVR_UViG_3300045988_105766|3300045988|Ga0495776_006285: 37,388-44,606 (+)

61 62

MGV-GENOME-0283613: 30,985-38,081 (+)

51

MGV-GENOME-0262490: 29,491-36,682 (+)

48 49

uvig_500430: 36,831-45,546 (+)

61 transposase (CDS_0065)

MGV-GENOME-0287104: 34,223-41,419 (+)

56

IMGVR_UViG_3300045988_108696|3300045988|Ga0495776_106171: 37,311-44,453 (+)

62

MGV-GENOME-0260939: 29,370-36,504 (+)

45 46

MGV-GENOME-0274480: 31,677-38,918 (+)

51 52

MGV-GENOME-0299505: 37,143-44,283 (+)

62 63

MGV-GENOME-0275471: 32,164-39,115 (+)

50 51

IMGVR_UViG_3300045988_111080|3300045988|Ga0495776_055598: 33,739-40,983 (+)

54 55

MGV-GENOME-0253128: 28,114-35,063 (+)

46 47

uvig_276761: 44,871-52,068 (+)

70

MGV-GENOME-0259671: 28,942-36,183 (+)

49 50

IMGVR_UViG_3300029815_000023|3300029815|Ga0244882_1000709: 38,494-45,561 (+)

67 68

IMGVR_UViG_3300045988_108065|3300045988|Ga0495776_172132: 37,948-45,172 (+)

62 63 66

IMGVR_UViG_3300045988_090307|3300045988|Ga0495776_157780: 32,863-40,088 (+)

52

IMGVR_UViG_2847165122_000001|2847165122|2847165154: 39,416-46,425 (+)

64

MGV-GENOME-0302873: 37,701-44,927 (+)

62

MGV-GENOME-0242745: 25,528-33,058 (+)

40 43 44

MGV-GENOME-0311290: 30,217-37,306 (+)

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0052)
53

uvig_595127: 32,830-40,631 (+)

53 57

3000 nt

DNA, RNA and nucleotide metabolism integration and excision transcription regulation unknown function defence (DefenseFinder) defence (PADLOC)


