cd06127 CAS-1,CAS-11,CAS-111,CAS-IV,CAS-V,CAS-VI; (CDS_0066)
Holliday junction resolvase (CDS_0069)
replication initiation protein (CDS_0064) RM_Type_lI_Type_ll_MTases_FAM_2 (CDS_0073)
60 61 62 63 65 67 68 70 71 74
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uvig_336760:41,546-49,544 (+)

cd06127 CAS-1,CAS-II,CAS-1II,CAS-IV,CAS-V,CAS-VI; (CDS_0035)
34 36 41
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MGV-GENOME-0251550: 22,375-28,529 (+)

55 56

IMGVR_UViG_3300045988_112963|3300045988|Ga0495776_097380: 34,030-41,466 (+)
cd06127 CAS-1,CAS-II,CAS-111,CAS-1V,CAS-V,CAS-VI; (CDS_0051)
52
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IMGVR_UViG_3300029328_000247|3300029328|Ga0242837_100209|24463-69800: 31,702-39,033 (+)

51 52
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MGV-GENOME-0297642:32,544-39,715 (+)

phosphoadenosine phosphosulfate reductase (CDS_0051)
52
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IMGVR_UViG_3300029443 000453|3300029443|Ga0243848_1000018|3761-51611:32,942-41,010 (+)
phosphoadenosine phosphosulfate reductase (CDS_0049) 50

Y
MGV-GENOME-0316670:31,638-39,269 (+)
phosphoadenosine phosphosulfate reductase (CDS_0057) 58 59

uvig_359696:36,982-45,047 (+)
cd06127 CAS-1,CAS-II,CAS-1II,CAS-IV,CAS-V,CAS-VI; (CDS_0051)52 53 54

MGV-GENOME-0300224: 32,613-38,327 (+)
cd06127 CAS-1,CAS-II,CAS-1II,CAS-IV,CAS-V,CAS-VI; (CDS_0036)
37 38
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MGV-GENOME-0253507: 23,593-29,178 (+)
cd06127 CAS-1,CAS-1I,CAS-1I,CAS-1V,CAS-V,CAS-VI; (CDS_0042) 43 44

I N
MGV-GENOME-0288167: 28,392-33,854 (+)
46 47 48

1 ) ——
MGV-GENOME-0290703:29,807-35,182 (+)

phosphoadenosine phosphosulfate reductase (CDS_0041)
42
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MGV-GENOME-0274480: 26,394-32.639 (+)
40 41

S
MGV-GENOME-0268864:25,962-31,701 (+)

|$
|:

MGV-GENOME-0287050: 28,594-33,918 (+)
cd06127 CAS-1,CAS-II,CAS-1II,CAS-IV,CAS-V,CAS-VI; (CDS_0052) 53
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IMGVR_UViG_3300014535_000128|3300014535|Ga0169873_100225[25119-73490: 34,562-40,025 (+)
50 51 55 57 58

IMGVR_UViG_2847165122_000001|2847165122|2847165154:34,124-41,278 (+)

52 53
I I s E—
MGV-GENOME-0264283:32,446-38,279 (+)
38 39 40 45 46
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MGV-GENOME-0311290: 25,746-32,053 (+)

¢d06127 CAS-1,CAS-1I,CAS-11I,CAS-IV,CAS-V,CAS-VI; (CDS_0054)
46 51 52 55 56

IMGVR_UViG_3300045988_109937|3300045988|Ga0495776_117580:31,068-37,951 (+)
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MGV-GENOME-0297519:30,545-37,438 (+)

46 47 51
CoC_L D E— L O

MGV-GENOME-0316099: 31,055-37,708 (+)
phosphoadenosine phosphosulfate reductase (CDS_0044)

42 [ 45
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uvig 595127:26,481-35,969 (+)
54 59 60 61 ParA-like partition protein
! I E— L} —
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uvig 449556:33,629-40,130 (+)

I 3000 nt {

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other unknown function defence (DefenseFinder) defence (PADLOC)
I




