Lamassu-Fam__ LmuB_SMC_Cap4_nuclease_ll (CDS_0037)
RecT-like ssDNA annealing protein (CDS_0038)
DNA methyltransferase (CDS_0035)
Specificity_I_00D17 Type (CDS_0036)
transfer-messenger RNA SsrA ‘
hydrolase (CDS_0039)
| 40 41

24 29
23 o5 26 27 28] 303132 |33 34

N
-
N
N

<
9)
<
9)
m
z
o
<
m
o
@D
[oN
o
(e}
=S
™
=
~
o]
[
@
@
NeJ
o
o
Nl
=

—
4‘

)

27 28303132 33 34 35

<
[5)
<
©
m
z
o
<
m
o
@
r
N
~
o
N
=
N
®
[
®
@
o]
54
(e}
o
=

)

29 33 35
27 28] 303132 | 34] 36 3738

o
@
Q
N
N
0
W
i
N

<
8)
<
)
m
z
(@]
<
m
~
(o
~O
a5

0
o
(ol

w
o

)

29 33 35
27 28[303132 [ 3436 37

~O
o
A
)
)

<
[5)
5
©
m
z
O
<
m
o
@
[
Nl
~
o
N
=
N
~
0
w
=

)

endolysin (CDS_0031) Erm23S_rRNA_broad-NCBIFAM 23S ribosomal RNA methyltransferase Erm (NFO00499.1) (CDS_0043)
29 49 52
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uvig 29986:14,858-57,578 (+)
Erm23S_rRNA_broad-NCBIFAM 23S ribosomal RNA methyltransferase Erm (NFO00499.1) (CDS_0039)
endolysin (CDS_0031)
29 45 48

27 28] 30 | 32 33 34 35 36 37 38 40 41 42 43 44 46 47[4950
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uvig 288184:14,904-52,389 (+)
Erm23S_rRNA_broad-NCBIFAM 23S ribosomal RNA methyltransferase Erm (NFO00499.1) (CDS_0041)
endolysin (CDS_0031)
Reverse transcriptase (CDS_0027) 29 33 47 50
2830 | 32 [ 34353637 38 3940| 42 43 44 45 44 48 49 51
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uvig_452546:14,858-49,359 (+)

29 36 39
27 28303132 33 34 35 37 3§ 40

IMGVR_UViG_3300045988_080129|3300045988|Ga0495776_174559:15,613-41,613 (+)
29 36 39
27 28303132 33 34 35 3738 40

IMGVR_UViG_3300045988_107738|3300045988|Ga0495776_077979: 14,858-40,925 (+)
30 37 40
28 29[ 31323334 35 34 38394142

IMGVR_UViG_3300045988_094488|3300045988|Ga0495776_077839: 14,855-40,354 (+)
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29 36 39
27 28303132 33 34[ 37 384041

IMGVR_UViG_3300045988_056514|3300045988|Ga0495776_078201: 14,842-40,313 (+)
UG4(CDS_0027) 29 36 39
28] 303132 33 34 35 37 3§ 40

MGV-GENOME-0337113:15,613-41,613 (+)

endolysin (CDS_0031)
Reverse transcriptase (CDS_0027) 29 33 35 41 44
28[30 | 32 [34[36 37 38 39 40 42434546

SAMEA2737784 b1 _ct55_vs2: 14,905-45,212 (+)

endolysin (CDS_0031)
29 T 33 35 40 43

27 28[30 | 32 [34]36 37 38 39 414274445
uvig_132401: 14,905-43,738 (+)
1920 24 26

MGV-GENOME-0360225:13,489-31,583 (+)
10000 nt i
DNA, RNA and nucleotide metabolism lysis other tail unknown function defence (DefenseFinder) defence (PADLOC) AMR (AMRFinderPlus) tRNA tmRNA
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