
MGV-GENOME-0311813: 36,891-50,582 (+)

45 46 47 48 49
50

51 52
porphyrin biosynthesis (CDS_0053)

54 55 56 57 58 59 60 61 62

MGV-GENOME-0298675: 41,625-46,267 (+)

4748

MGV-GENOME-0327901: 42,078-57,962 (+)

anti-RM (APIS182) (CDS_0056)
57 58 59 60 61 62 63 64 65 66 67 68

MGV-GENOME-0326438: 41,135-57,299 (+)

59 60 61 62 63 64 65 66

MGV-GENOME-0326976: 40,890-57,535 (+)

54 58 59 60 61 62 63 64 65

MGV-GENOME-0331142: 41,826-59,674 (+)

60
61

62 63 64 65 66 67 68

uvig_510074: 41,590-60,488 (+)

58 59 60 61 62 63 6465
endonuclease (CDS_0066)

67 70 71

IMGVR_UViG_3300045988_171692|3300045988|Ga0495776_102436: 41,091-63,397 (+)

59 60 61 62 63 64 65
phosphofructokinase (CDS_0066)

67 tail fiber protein (CDS_0068) 69 70 71

MGV-GENOME-0337184: 41,091-63,397 (+)

59 60 61 62 63 64 65
phosphofructokinase (CDS_0066)

67 tail fiber protein (CDS_0068) 69 70 71

SAMN11031329_a1_ct4492: 40,107-62,302 (+)

56 57 58 59 60 61
phosphofructokinase (CDS_0062)

63 tail fiber protein (CDS_0064) 6566
endonuclease (CDS_0067)

68 69 71

MGV-GENOME-0330348: 41,787-59,237 (+)

58 59 60 61 62 63
endonuclease (CDS_0064)

65

uvig_200366: 40,540-60,257 (+); 1-1,500 (+)

156 57 58 59 60

phosphofructokinase (CDS_0061)

62
tail fiber protein (CDS_0063)

64

tail fiber assembly (CDS_0065)

66

MGV-GENOME-0326629: 40,540-57,388 (+)

56 57 58 tail fiber protein (CDS_0059) 60
tail fiber assembly (CDS_0061)

62

MGV-GENOME-0320198: 41,385-54,263 (+)

56 57 58 59 60

uvig_566031: 40,503-65,165 (+)

57 58 59 60 61 62 63
phosphofructokinase (CDS_0064)

65 66 67 68 69 70 71
DarTG__DarG (CDS_0072)

73 75

MGV-GENOME-0336491: 40,793-62,829 (+)

58 59 60 61 62 63 64 65
phosphofructokinase (CDS_0066)

67 tail fiber protein (CDS_0068) 69 70

MGV-GENOME-0327373: 40,609-57,713 (+)

57 58 59 60 61 tail fiber protein (CDS_0062) 63 64 translational regulator (CDS_0065)

uvig_18096: 40,434-60,891 (+)

58 59 60 61 62

phosphofructokinase (CDS_0063)

64
tail fiber protein (CDS_0065)

66 67
68

IMGVR_UViG_3300045988_172958|3300045988|Ga0495776_026794: 40,457-56,208 (+)

58 59 60 61 62
63

OTU_725: 41,758-59,739 (+)

59 60

phosphofructokinase (CDS_0061)

62
tail fiber protein (CDS_0063)

64 65 66

Shkoporov_2019_SRR9161497_NODE_6_length_61825_cov_62.769289: 41,540-61,824 (+)

59 60 61 62

phosphofructokinase (CDS_0063)

64
tail fiber protein (CDS_0065)

66 67 68 69

OTU_667: 40,607-60,824 (+)

53 56 57 58 59 60 61 62

phosphofructokinase (CDS_0063)

64
tail fiber protein (CDS_0065)

66 67 68

MGV-GENOME-0334385: 41,762-61,503 (+)

58 59 60 61 62 63 64
tail fiber protein (CDS_0065)

66 67 68 69 70 72

uvig_18772: 41,762-61,503 (+)

58 59 60 61 62

phosphofructokinase (CDS_0063)

64
tail fiber protein (CDS_0065)

66 67 68 69 70

IMGVR_UViG_3300045988_171650|3300045988|Ga0495776_019863: 41,783-62,017 (+)

58 59 60 61 62 63

phosphofructokinase (CDS_0064)

65
tail fiber protein (CDS_0066)

67 68 69 70 71

MGV-GENOME-0335445: 41,783-62,133 (+)

58 59 60 61 62

phosphofructokinase (CDS_0063)

64
tail fiber protein (CDS_0065)

66 67 68 69 70

MGV-GENOME-0331650: 41,804-59,950 (+)

58 59 60 61 62
tail fiber protein (CDS_0063)

64 65 66 67 68

uvig_59995: 42,932-61,518 (+); 1-1,500 (+)

54 55 57 58 60 61 62 63 64 65
phosphofructokinase (CDS_0066)

67 tail fiber protein (CDS_0068) 69 70 71

IMGVR_UViG_3300045988_176588|3300045988|Ga0495776_020103: 42,932-61,518 (+); 1-1,500 (+)

60 61 62 63 64 65
phosphofructokinase (CDS_0066)

67 tail fiber protein (CDS_0068) 69 70 71

MGV-GENOME-0324350: 40,561-56,297 (+)

55 56 57 58 59 60 61

9000 nt

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other tail unknown function defence (DefenseFinder) anti-defence (dbAPIS)


