tRNA-Gly(GCC) metallo-protease (CDS_0029)
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IMGVR_UViG_3300045988_097356|3300045988|Ga0495776_128365: 14,934-23,403 (+)
21 26

IMGVR_UViG_3300045988_086822|3300045988|Ga0495776_182870: 14,935-23,348 (+)
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MGV-GENOME- 0265830 14,935-23,904 (+)
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MGV-GENOME-0257276:14,935-23,120 (+)
21 26

N
~

IMGVR_UViG_3300045988_125170|3300045988|Ga0495776_162914:14,935-23,737 (+)
26

IMGVR_UViG_3300007105_000231|3300007105|Ga0102630_100020[73484-110789: 14,935-22,536 (+)

26 27 28 29
I S | E— (B | —— — — . —
IMGVR_UViG_3300008063_000104|3300008063|Ga0113867_100802: 14,935-27,437 (+)
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uvig_26638:14,935-24, 743( )
ABC transporter (VF0818) (CDS_0028)
26 27 ABC transporter (VF0818) (CDS_0029) 30 31
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uvig_75029:14,935-31,471 (+)
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MGV-GENOME-0261390: 14,648-23,105 (+)
O-acetyltransferase (CDS_0026)
25 27 SigE (VF0295) (CDS_0028)
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IMGVR_UViG_3300029616 000313|3300029616\Ga0245133 100155|29056-71720:14,935-27,182 (+)
ABC transporter (VF0818) (CDS_0028)
O-acetyltransferase (CDS_0026) 27 29
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uvig 185957:14,935-27,991 (+)
O-acetyltransferase (CDS_0025) 26
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IMGVR_UViG_3300029698_000318|3300029698|Ga0245184 _100031|223633-262434: 14,935-24,657 (+)
O-acetyltransferase (CDS_0028)
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IMGVR_UViG_3300029618 000346|3300029618\Ga0245134 100284|2861 -44038: 14,935-26,623 (+)
26 27 O-acetyltransferase (CDS_0028)

MGV-GENOME- 0317806 14,935-24,845 (+)

O-acetyltransferase (CDS_0028) ABC transporter (VF0818) (CDS_0030)
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uvig 205899:14,935-31,250 (+)
ABC transporter (VF0818) (CDS_0026)

18 19 20 ABC transporter (CDS_0025) 27 28
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uvig 46712:14,748-27,645 (+)
PDC-M69A WP_216276383.1 (CDS_0033)

O-acetyltransferase (CDS_0026) 34
25 27 28 30 32 T35
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IMGVR_UViG_3300008523_000307|3300008523|Ga0115231_1000315[6607-49729:14,936-28,491 (+)
25
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uvig 282765:14,627-24,137 (+)
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