
TemPhD_cluster_24709: 21,207-31,058 (+)

29 30
integrase (CDS_0031)

excisionase (CDS_0032)

33

HNH endonuclease (CDS_0034)

35 36

deoxyribonucleoside 5' monophosphate phosphatase (CDS_0037)

38 39 40 41
Retron_VI__HTH (CDS_0042)

43 transcriptional regulator (CDS_0044)

TemPhD_cluster_48304: 25,377-32,740 (+)

DNA polymerase 29
deoxyribonucleoside 5' monophosphate phosphatase (CDS_0030)

33

TemPhD_cluster_27892: 18,753-28,917 (+)

26 27
Lar-like restriction alleviation protein (CDS_0030)

31 32 33 3738

TemPhD_cluster_50186: 19,239-29,403 (+)

Lar-like restriction alleviation protein (CDS_0032) 33 34 35

TemPhD_cluster_32524: 21,698-31,779 (+)

Lar-like restriction alleviation protein (CDS_0031)
32 33 34

TemPhD_cluster_42124: 21,042-30,289 (+)

31 32 33 34 37 38
39

TemPhD_cluster_40175: 28,333-37,465 (+)

34
35

transcriptional regulator (CDS_0039)

40
transcriptional regulator (CDS_0041)

42 primosomal protein (CDS_0043)

IMGVR_UViG_2667527469_000005|2667527469|2667541890|2091980-2144560: 34,622-42,097 (+)

39
40

TemPhD_cluster_47170: 27,710-37,090 (+)

35 36

TemPhD_cluster_35051: 26,500-36,731 (+)

28 29 30 31 35 36

TemPhD_cluster_40188: 25,602-35,365 (+)

29 30 Dnd__DndB (CDS_0031) 35 36

TemPhD_cluster_47930: 25,400-34,407 (+)

31 32 33

TemPhD_cluster_32556: 23,400-32,556 (+)

36 37 38 42 transcriptional activator (CDS_0044)

TemPhD_cluster_48546: 25,224-33,031 (+)

27 32

TemPhD_cluster_42901: 19,868-29,726 (+)

30 31 32
exonuclease recombination-associated (CDS_0034)

35 36

TemPhD_cluster_25856: 19,868-29,334 (+)

30 31 32 35

TemPhD_cluster_36038: 21,793-30,766 (+)

31
queuine tRNA-ribosyltransferase (CDS_0032)

33

TemPhD_cluster_36011_: 21,793-30,827 (+)

30
queuine tRNA-ribosyltransferase (CDS_0031)

32

IMGVR_UViG_2636415944_000002|2636415944|2636489702|2600252-2645089: 15,837-33,465 (+)

21

short tail fiber protein (CDS_0022)

tail fiber protein (CDS_0023)

tail fiber assembly protein (CDS_0024)

O-acetyltransferase (CDS_0025)
26 29 30 31 32 33 34 Rck (VF0108) (CDS_0035)

7000 nt
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