
MGV-GENOME-0255469: 9,433-33,034 (+)

17 18 19 20
21

22

RT_III-AM_III-B_2 (CDS_0023)

24 25 26 27 28 29

MGV-GENOME-0246009: 9,170-31,460 (+)

16 RT_III-AM_III-B_2 (CDS_0021)

MGV-GENOME-0269842: 9,575-32,891 (+)

21 22 RT_III-AM_III-B_2 (CDS_0023) 25

MGV-GENOME-0252209: 9,575-32,691 (+)

21 RT_III-AM_III-B_2 (CDS_0022)

MGV-GENOME-0259350: 10,568-33,917 (+)

24 RT_III-AM_III-B_2 (CDS_0025) 27

MGV-GENOME-0268584: 9,312-32,062 (+)

20 RT_III-AM_III-B_2 (CDS_0021)

MGV-GENOME-0234349: 9,575-30,263 (+)

21 22 23 28

SRS018732_a1_ct10493_vs01: 9,874-36,171 (+)

22 23 24 25 26 32

uvig_535749: 9,575-34,694 (+)

21 22 23 24

SAMN06164817_a1_ct78814_vs1: 10,217-39,634 (+)

22 23 24 25
anti-RM (APIS136) (CDS_0026)

27 28 29 Reverse transcriptase (CDS_0030)

IMGVR_UViG_3300030032_000337|3300030032|Ga0245332_100769|1-45480: 10,217-41,063 (+)

22
anti-RM (APIS136) (CDS_0023)

24 25 26 27

uvig_510421: 9,871-38,251 (+)

22 23 24
anti-RM (APIS136) (CDS_0025)

26 27 28 29

MGV-GENOME-0282141: 9,871-36,705 (+)

22 23
anti-RM (APIS136) (CDS_0024)

25 26 27 28

IMGVR_UViG_3300029482_000168|3300029482|Ga0244120_100295|790-41886: 9,488-36,464 (+)

21

membrane-flanked domain (CDS_0022)
anti-RM (APIS136) (CDS_0023)

24 25 26 27

IMGVR_UViG_3300045988_167579|3300045988|Ga0495776_029091: 9,575-36,076 (+)

21 22
anti-RM (APIS136) (CDS_0023)

24 25 26 RT_III-AM_III-B_2 (CDS_0027)

IMGVR_UViG_3300045988_166986|3300045988|Ga0495776_029092: 9,575-36,076 (+)

21 22
anti-RM (APIS136) (CDS_0023)

24 25 26 27

IMGVR_UViG_3300045988_162110|3300045988|Ga0495776_110424: 9,575-37,207 (+)

21

glutathionylspermidine synthase (CDS_0022)
anti-RM (APIS136) (CDS_0023)

24 25 26 27

IMGVR_UViG_3300045988_163985|3300045988|Ga0495776_147791: 9,954-35,611 (+)

21
anti-RM (APIS136) (CDS_0022)

23 24 25 26

IMGVR_UViG_3300045988_150454|3300045988|Ga0495776_147577: 9,871-35,053 (+)

anti-RM (APIS136) (CDS_0022) 23 24 25 26

IMGVR_UViG_3300045988_139591|3300045988|Ga0495776_112245: 10,217-37,883 (+)

22 23
anti-RM (APIS136) (CDS_0024)

25 26 27 28

uvig_428449: 10,217-35,036 (+)

22 23 24 25 26 27 28 29 30 35

SAMN05827137_a1_ct10320_vs1: 9,929-24,001 (+)

22 23

uvig_495558: 17,846-30,620 (+)

31 32 33 34 35 36

10000 nt

DNA, RNA and nucleotide metabolism integration and excision moron, auxiliary metabolic gene and host takeover other tail unknown function defence (DefenseFinder)

anti-defence (dbAPIS)


