
IMGVR_UViG_3300045988_010883|3300045988|Ga0495776_030026: 38,877-46,735 (+)

71 72
single strand DNA binding protein (CDS_0073)

74 75 76 77 78 79 80 81 82
Holliday junction resolvase (CDS_0083)

84 85 86

IMGVR_UViG_3300045988_005685|3300045988|Ga0495776_117615: 36,358-45,798 (+)

65 66 67 73 74 75 76 77 78 79

uvig_521606: 37,900-47,367 (+)

67
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0073)

74

Mom-like DNA modification protein (CDS_0075)

76 77 78 79 80 81 82 83 84 85

MGV-GENOME-0305201: 37,576-47,452 (+)

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0071) 72 73 74
Mom-like DNA modification protein (CDS_0075)

76 77 78 79 80 81 82 86

IMGVR_UViG_3300045988_010691|3300045988|Ga0495776_006362: 36,925-45,249 (+)

replication initiation protein (CDS_0068)
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0070)

71 72 73 74 75 76 77

MGV-GENOME-0302557: 36,947-46,578 (+)

anti-CRISPR-Cas evasion by DNA repair (APIS120) (CDS_0068)
RecT-like ssDNA annealing protein (CDS_0069)

70
DNA methyltransferase (CDS_0073)

74 75 76 77 78 79 80

MGV-GENOME-0294546: 34,960-44,468 (+)

65
DNA methyltransferase (CDS_0071)

72 73 74 75 76 77

MGV-GENOME-0279731: 38,281-42,178 (+)

MTase_II_00094 Type (CDS_0075)
76

IMGVR_UViG_3300007299_000006|3300007299|Ga0104319_1000402: 37,924-46,947 (+); 1-2,558 (+)

1 2
DNA methyltransferase (CDS_0072)

73 74 75 76 77
HNH endonuclease (CDS_0078)

79 84 85

IMGVR_UViG_3300045988_020110|3300045988|Ga0495776_006326: 37,924-46,952 (+); 1-2,558 (+)

DNA methyltransferase (CDS_0072)
73 74 75 76

HNH endonuclease (CDS_0077)
78

IMGVR_UViG_3300045988_012098|3300045988|Ga0495776_148079: 37,924-47,452 (+)

DNA methyltransferase (CDS_0072) 73
AbiEi_WP_022933255.1 AbiEi (CDS_0074)

75 76 77 78
HNH endonuclease (CDS_0079)

80

IMGVR_UViG_7000000172_000062|7000000172|SRS020869_Baylor_scaffold_6137: 37,924-42,083 (+)

DNA methyltransferase (CDS_0072)
73 74

MGV-GENOME-0291802: 35,830-44,695 (+); 1-2,564 (+)

replication initiation protein (CDS_0066)67
68

69 70
PDC-M11B_WP_204471233.1 (CDS_0071)

72 73 74 75

uvig_177526: 36,282-45,516 (+); 1-2,561 (+)

minor head proteinphosphoadenosine phosphosulfate reductase (CDS_0070) 71
PDC-M11B_WP_204471233.1 (CDS_0072)

73 74 75 76 77

MGV-GENOME-0300460: 36,422-46,751 (+); 1-2,633 (+)

168 69
PDC-M11B_WP_204471233.1 (CDS_0070)

71 72 73 74 75
MTase_II_00094 Type (CDS_0080)

81

IMGVR_UViG_3300014949_000014|3300014949|Ga0134402_100183: 36,765-46,397 (+); 1-2,561 (+)

phosphoadenosine phosphosulfate reductase (CDS_0072) 73 74 75 76 77 78 79 80
Holliday junction resolvase (CDS_0081)

82

IMGVR_UViG_3300014572_000008|3300014572|Ga0134457_1000195: 36,775-46,407 (+); 1-2,561 (+)

phosphoadenosine phosphosulfate reductase (CDS_0072) 73 74 75 76 77 78 79 80
Holliday junction resolvase (CDS_0081)

82

MGV-GENOME-0299072: 36,743-46,375 (+); 1-2,561 (+)

72 73

PDC-M11B_WP_204471233.1 (CDS_0074)

75 76 77 78 79 80
Holliday junction resolvase (CDS_0081)

82

IMGVR_UViG_3300014572_000165|3300014572|Ga0134457_1000195|2626-46292: 34,035-42,852 (+)

phosphoadenosine phosphosulfate reductase (CDS_0066) 67 68 69 70 71 72 73 74
Holliday junction resolvase (CDS_0075)

76

MGV-GENOME-0296804: 36,283-45,000 (+)

70 71 72 73 74 75 76 77 79

IMGVR_UViG_3300045988_012872|3300045988|Ga0495776_054358: 36,644-43,330 (+)

71 72 73 74 75
Holliday junction resolvase (CDS_0076)

77

MGV-GENOME-0300782: 36,589-44,961 (+)

DNA methyltransferase (CDS_0070) 71 72
PDC-M11B_WP_204471233.1 (CDS_0073)

74 75 76 77 78

MGV-GENOME-0276620: 31,424-39,668 (+)

DNA methyltransferase (CDS_0057) 58 59
PDC-M11B_WP_204471233.1 (CDS_0060)

61 62 63 64 65

MGV-GENOME-0298905: 36,589-44,453 (+)

DNA methyltransferase (CDS_0070) 71 72
PDC-M11B_WP_204471233.1 (CDS_0073)

74 75 76 77 78

uvig_61431: 36,589-45,283 (+)

DNA methyltransferase (CDS_0070)
71

PDC-M11B_WP_204471233.1 (CDS_0072)

73 74 75 76 77

IMGVR_UViG_3300045988_011914|3300045988|Ga0495776_136176: 36,589-44,961 (+)

DNA methyltransferase (CDS_0070) 71 72 73 74 75 76 77 78

MGV-GENOME-0299157: 36,199-46,398 (+); 1-2,633 (+)

DNA methyltransferase (CDS_0070) 71 72
PDC-M11B_WP_204471233.1 (CDS_0073)

74 75 76 77 78 83 84

5000 nt

DNA, RNA and nucleotide metabolism head and packaging moron, auxiliary metabolic gene and host takeover other unknown function defence (DefenseFinder) defence (PADLOC)

anti-defence (dbAPIS)


