
IMGVR_UViG_3300045988_019121|3300045988|Ga0495776_006309: 33,464-38,390 (+)

56 57 58
capH (CDS_0059)

60 61 62 63 64 65 66 67 68
single strand DNA binding protein

IMGVR_UViG_3300045988_012872|3300045988|Ga0495776_054358: 32,415-37,751 (+)

53 59 61 62

IMGVR_UViG_3300045988_019006|3300045988|Ga0495776_015358: 33,397-36,544 (+)

62 63

IMGVR_UViG_3300045988_012098|3300045988|Ga0495776_148079: 33,874-38,070 (+)

61 63

IMGVR_UViG_7000000172_000062|7000000172|SRS020869_Baylor_scaffold_6137: 33,874-38,070 (+)

57 61

MGV-GENOME-0302557: 33,717-37,424 (+)

site-specific recombination directionality factor RDF (CDS_0061)

MGV-GENOME-0305201: 35,466-39,696 (+)

63 single strand DNA binding protein (CDS_0068)

MGV-GENOME-0279731: 34,444-38,291 (+)

63

IMGVR_UViG_3300045988_021924|3300045988|Ga0495776_029886: 32,967-37,273 (+)

56 59 62 65

2000 nt

DNA, RNA and nucleotide metabolism integration and excision unknown function defence (PADLOC)


