phosphoadenosine phosphosulfate reductase (CDS_0024)
18 MTase_I_00074 Type (CDS_0025)
14 15 16 17 11920 21 2223 | [2627 28 29 3031 32 33343536
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IMGVR_UViG_3300045988_065082|3300045988|Ga0495776_048570:7,926-27 457 (+)

1314 15 20 21 2223 24 2526 27
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MGV-GENOME-0178116:7,684-23,358 (+)
transposase (CDS_0021)
19 20 22

MGV-GENOME-0152017: 7,926-20,758 (+)
19 20 21
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MGV-GENOME-0262908:7,926-19,864 (+)

19 20 21 22
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MGV-GENOME-0260015:7,926-20,111 (+)
19 20 21  PDC-S05_WP_013135363.1(CDS_0022)
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MGV-GENOME-0265310:7,926-20,277 (+)
PDC-S01_WP_015504585.1 (CDS_0024)
19 20 21 22 23 25

e |
MGV-GENOME-0187473:7,926-24,962 (+)
17 2021

T E— EE— . — -
MGV-GENOME-0250948:7,926-17,794 (+)

19

MGV-GENOME-0142076:7,926-18,115 (+)
PDC-505_WP_013135363.1 (CDS_0022)
anti-RM (APIS072) (CDS_0023)
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MGV-GENOME-0208505: 7,926-25,159 (+)

tRNA-Lys(TTT) 26
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MGV-GENOME-0224844: 7,923-26,247 (+)
25

19 20 21 22 2324 26 27 2829 30
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IMGVR_UViG_3300045988_045638|3300045988|Ga0495776_167777:7,923-25,898 (+)
transposase (CDS_0022) 27
1920 21 23 24 252¢ 28 29 3031 32

| |

MGV-GENOME-0200666: 7,923-27,193 (+)
PDC-S05_WP_065233724.1(CDS_0022) 27

19 20 21 [ 23 24 252¢] 28 29 3031 32
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IMGVR_UViG_3300030381_000415|3300030381|Ga0167499_1000095|70713-99081: 7,923-27,481 (+)
25
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MGV-GENOME-0192020: 7,923-25,700 (+)

transposase (CDS_0022) 30
1920 21 23 24 25 26 27 2829 31 32 3334 35

IMGVR_UViG_3300008672_000034|3300008672|Ga0111519_101078:7,923-29,816 (+)
19 20 21 22 23 242526 27 28 29 3031 32

IMGVR_UViG_3300045988_059558|3300045988|Ga0495776_151460:7,926-28,908 (+)
19 20 21 22 232425 26 27 28 2930 31

IMGVR_UViG_3300045988 O45780|3300045988\Ga0495776 165161 7,926-27, 685( )

transposase (CDS_0021) 32
19 20 22 23 24 2526 27 28 29 3031 33 34 3536 37

IMGVR_UVIG_3300045988_148477|3300045988|Ga0495776_062909: 7,.926-35,825 (+)
1920 2122 23
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MGV-GENOME-0150088:7,923-19,616 (+)
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uvig 307846:7,830-36,873 (+)

acetyltransferase (CDS_0024) 31
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MGV-GENOME-0326584:7,926-30,570 (+)
29
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|
|
IS
:
|
|

|

IMGVR_UViG_3300045988_029488|3300045988|Ga0495776_076321:7,926-27,981 (+)
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MGV-GENOME-0277995:7,926-29,478 (+)
20 28
19 [2122 23 24 252627 29 30 3132 33
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MGV-GENOME-0339971:7,089-25,758 (+)
35
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IMGVR_UVIG_3300045988_143916|3300045988|Ga0495776_148334: 7,926-37,166 (+)
20
19 T2122 23 24252627 28 2930 31
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MGV-GENOME-0198060:7,926-26,745 (+)

20 DNA methyltransferase (CDS_0035)
19 2122 23 24 25 26 27 28 29 30 1
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uvig 397664:7,926-30,028 (+); 1-1,629 (+)

20
19 T2122 23 24 2526 27

MGV-GENOME-0211623:7,926-22,833 (+)
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