DNA polymerase/primase (CDS_0036)
nucleotide kinase (CDS_0034) RM_Type_Il_Type_ll_MTases_FAM_1 (CDS_0039) endonuclease (CDS_0041)
32 33 35 37 38 DNA helicase (CDS_0040) 42 43 44 45
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MGV-GENOME-0279418:25,278-31,411 (+)
22 21 RM_Type_ll_Type_ll_MTases_FAM_1 (CDS_0020)

MGV-GENOME-0227559: 5,335-11,468 (-)
34 35 36 RM_Type_Il_Type_Il_MTases_ FAM_1 (CDS_0037)

MK721186.1:25,147-31,325 (+)

e —————————————
MGV-GENOME-0277585: 25,324-30,335 (+)
HEase_00016 homing (CDS_0035) 41

MGV-GENOME-0274545:25,145-30,317 (+)

HEase_00016 homing (CDS_0038) 40 HEase_00016 homing (CDS_0042)

uvig 19045:27,021-32,812 (+)

40 HEase_00016 homing (CDS_0042)

uvig_395308:26,488-31,793 (+)
DNA helicase (CDS_0037)
DNA helicase (CDS_0038)

uvig_394952: 24,562-30,042 (+)

HEase_00016 homing (CDS_0033) 34 35

—— —
MK721199.1: 24,633-30,251 (+)

HEase_00016 homing (CDS 0034) 35 36

MK721200.1:24,904-31,022 (+)
HEase_00016 homing (CDS_0036) 37 42

HEase_00016 homing (CDS_0035)
37 HNH endonuclease (CDS_0039) 45

NC_042125.1:26,389-32,451 (+)
metal-dependent hydrolase (CDS_0029)

MH375074.1:26,439-32,099 (+)
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NC_031260.1:24,945-31,164 (+)
HEase_00016 homing (CDS_0032)

Zhao_Case_2_NODE_5_length_40112_cov_1769.401353:24,166-30,333 (+)
32

36
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NC_023551.1:25,697-31,594 (+)
HEase_00016 homing (CDS_0030) HEase_00016 homing (CDS_0035) HNH endonuclease (CDS_0039)

NC_042127.1:25,090-31,687 (+)
HEase_00016 homing (CDS_0034)

NC_042021.1:24,646-31,066 (+)
HEase_00016 homing (CDS_0040)
nucleotide kinase (CDS_0038) HEase_00016 homing (CDS_0045)

MGV-GENOME-0273384:27,845-33,524 (+)
HNH endonuclease 36 HNH endonuclease (CDS_0041) 48

NC_042126.1:27,274-33,143 (+)

41 HEase_00016 homing (CDS_0042)

IEEEea——" NN 00 S —
IMGVR_UViG_3300045988_023030|3300045988|Ga0495776_009191:25,807-30,473 (+)

DNA helicase (CDS_0036) HEase_00016 homing (CDS_0038)
DNA helicase (CDS_0037) 41 DNA primase (CDS_0044)

NC_031051.1: 24,550-31,909 (+)
2000 nt i
DNA, RNA and nucleotide metabolism other unknown function defence (DefenseFinder) defence (PADLOC)
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