Adherence; porin (VF0713) (CDS_0007)
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Station168_IZZ_ALL_assembly_ NODE_8160_length_14255_cov_6.604718:1-9,807 (+)
6 ClpC (VF0072) (CDS_0007)

[
N
[y
w

Station85_DCM_COMBINED_FINAL_NODE _| 2733 Iength 16534 _cov_5.255113:1-13,743 (+)
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Station210_SUR_ALL assembly NODE_5766_length 19926 _cov_112.613708: 1-15,626 (+)
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Station201_SUR_ALL _assembly NODE_3467 length_17960_cov_5.492265:1-13,532 (+)
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Station66_SUR_ALL_assembly NODE_1220_length_18090_cov_9.315165:1-13,617 (+)
6 78 9 10 CIpC(VF0072)(CDS_0011)

Station201_DCM_ALL assembly NODE_3291 Iength 18875_cov_3.291498: 1- 14482( )
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Station205_MES_ALL _assembly_ NODE_2597 | \ength 19773 cov_25.147784:1-14,576 (+)
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Station205_MES_ALL_assembly NODE_2722 \ength 19118 _cov_6.115302: 1-13,994 (+)
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Station189_MES_ALL assembly NODE_4083 \ength 19684 _cov_9.807530:1-14,478 (+)
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Station158_DCM_ALL _assembly_ NODE_4241 Iength 18749 _cov_16.610303: 1-13,670 (+)
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Station155 MES_ALL assembly NODE 4581 length 21001 cov_6.114055: 1-15,930 (+)
peptidase (CDS_0006) 7 8

Station209_SUR_ALL_assembly_ NODE_4477_length_18697_cov_9.509334:1-13,536 (+)
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Station189_DCM_ALL assembly NODE_3024 |ength 18049 cov_9.484662:1-12,897 (+)
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Station189_DCM_ALL assembly NODE_3193 Iength 17395 _cov_5.588870:1-12,271 (+)
peptidase (CDS_0007)
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Station66_SUR_ALL_assembly NODE_1211 \ength 18227 _cov_12.768435:1-12,876 (+)

peptidase (CDS_0010)
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transfer-messenger RNA SsrA
peptidase (CDS_0010)
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Station191_SUR_ALL_assembly_ NODE_1319_length_22061_cov_94.040398: 1-17,215 (+)
peptidase (CDS_0010)
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Station210_SUR_ALL assembly NODE_4779 length 22849 cov_28.077257:1-17,696 (+)

peptidase (CDS_0009)
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Station158 DCM_ALL assembly NODE 3847 length 20167 cov_5.736177:1-15,017 (+)
peptidase (CDS_0008)
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Station158 DCM_ALL assembly NODE 3943 length 19785 cov_6.817537:1-14,632 (+)
peptidase (CDS_0013)
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Station194 DCM_ALL assembly NODE 1809 length 25891 cov_46.269856: 1-20,618 (+)
peptidase (CDS_0010)
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Station158 MES_ALL assembly NODE_3079 \ength 24478 cov_8.459772:1-19,255 (+)
peptidase (CDS_0010)
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Station189_DCM_ALL_assembly NODE_2136_length_21924 cov_11.536467:1-16,806 (+)
peptidase (CDS_0011)
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Station193_SUR_ALL assembly NODE_1733 Iength 23184 _cov_127.951187:1-18,066 (+)

peptidase (CDS_0008) Adherence; porin (VF0713) (CDS_0014)
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Station109_SUR_ALL_assembly_ NODE_899. \ength 22271 _cov_6.223848:1-17,939 (+)
9  ATP-dependent protease (CDS_0010)
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Adherence; porin (VF0713) (CDS_0007)
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Station66_SUR_ALL_assembly NODE_1895_length_13094 _cov_14.015875:1-10,733 (+)
8000 nt |

other unknown function virulence (VFDB) tRNA tmRNA
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