ClpC (VF0072) (CDS_0010)  Adherence; porin (VFO713) (CDS_0011)12 13 14 16 17 18 19

c & Hf oD D L )

Stat\on102,DCM,ALL,assemnyﬁNODEflOZéilengtth185;0\/76 473274:10,239-20,154 (+)

¢+ { T D) ) )

e —
Station209_SUR_ALL _assembly_ NODE_4506_length_18619_cov_8.211808: 8,583-18,588 (+)

Station194_DCM_ALL assembly_ NODE_1809_length_25891_cov_46.269856: 15,775-25,860 (+)

S o I W O ! ) )

I L ———————]
Station189_DCM_ALL_assembly NODE_3193_length_17395_cov_5.588870:7,428-17,364 (+)

. >f D A L ) )

1
Stat\'on85 DCM_COMBINED_FINAL_NODE_2733_length_16534_cov_5.255113:8,739-16,503 (+)
ClpC (VF0072) (CDS_0009)

<—K—H—>-l:>[N D D) )

Stat\onééisURiALLiassemb\yiNODEi12207\ength7180907c0v79 315165:6,918-18,059 (+ ( )

. M {0 DA L )

L ———————————— e ——————————————
Station201_SUR_ALL_assembly_NODE_3467_length_17960_cov_5.492265: 6,805-17,929 (+)
12 17 20

O S W, y 0 ) )

e I ——
Station155_MES_ALL_assembly_ NODE_4581_|ength_21001_cov_6.114055: 11,080-20,922 (+)

¢ — > { ) ! I, ) )

1 — N
Station201_DCM_ALL assembly NODE_3291 length_18875_cov_3.291498:8,793-18,794 (+)
5 6 Adherence; porin (VF0713) (CDS_0007) 11

O] ! ) )

I
Station66_SUR_ALL_assembly NODE_1895_length_13094 _cov_14.015875:4,913-13,063 (+)
6 7 9 ATP-dependent protease (CDS_0010) 16

A A )~ I X ) X)DD

Station188_SUR_ALL _assembly_NODE_3270_length_19567_cov_11.699159:4,917-17,137 (+)

7
S N o — ) —; H )

|
Station178_SUR_ALL assembly NODE_6675_length_13589_cov_5.909118:2,394-10,747 (+)
Adherence; porin (VF0713) (CDS_0014)
15

xS o I H DD H 0l

I ——  —
Station109_SUR_ALL _assembly NODE_899 length_22271 cov_6.223848:11,203-19,954 (+)

} 4000 nt i

other unknown function virulence (VFDB)
N




