
uvig_148494: 32,165-38,325 (+)

41
transcriptional regulator (CDS_0042)

43 44 45
DNA methyltransferase (CDS_0046)

47 48 49 50 51 52 53

MGV-GENOME-0311384: 30,875-35,941 (+)

43
DNA methyltransferase (CDS_0044)

45

uvig_40585: 60,481-65,881 (+)

67 phosphoadenosine phosphosulfate reductase (CDS_0071)

IMGVR_UViG_3300029492_000242|3300029492|Ga0244090_100087|62795-122630: 40,937-47,176 (+)

phosphoadenosine phosphosulfate reductase (CDS_0058)nucleoside triphosphate pyrophosphohydrolase (CDS_0061) 65 66

MGV-GENOME-0305041: 29,126-34,296 (+)

42

MGV-GENOME-0316402: 26,321-32,800 (+)

39 40

MGV-GENOME-0296869: 25,609-31,693 (+)

37

uvig_66277: 47,824-54,665 (+)

59

uvig_76115: 30,625-37,835 (+)

45 46 replication initiation protein (CDS_0051)
DnaC-like helicase loader

IMGVR_UViG_3300008272_000436|3300008272|Ga0111092_1000274|17481-74940: 38,022-44,443 (+)

52 53 54 55

2000 nt

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other transcription regulation unknown function


