39

amidase (CDS_0026) 31 33 38 LPS (VF0085) (CDS_0045)
20 21 22 232425 | 272829 30([32[3435 36 37[| 40414243 44 46 47
I — . & ' . [N | ]
MGV-GENOME-0343603: 18,242-39,066 (+)
31
25 30
17 18 19 23242627 28 29[| 323334 35

- ST S S S — S E——
MGV-GENOME-0247118:14,952-36,179 (+)

37
29 34 36
25 26 27 283031 32 33[35] | 38 3940 41

I EE— . S E— . . — I S——
MGV-GENOME-0261040: 19,009-38,541 (+)

34 40
25 26 27282930 31  3233[3536 37 383941 42

MGV-GENOME-0284472: 19,012-40,098 (+)
endolysin (CDS_0026) 33 39
25 [ 27282930 31 3273435 36 3738[ 40 41

(17— — — — F— o — — | — —]
MGV-GENOME-0270132: 19,012-40 214(+)

35
25 26 27 28293031 32 3334[3637 38

I NN N N |
MGV-GENOME-0305774: 18,239-37,558 (+)
40
amidase (CDS_0026) 37 39

25 | 27282930 31 323334 3536]38]|41 42 43

—— — F — — —— ¥ 1 ———— T — ]
MGV-GENOME-0320326: 18,239-40,396 (+)

DNA methyltransferase (CDS_0029) 38
25 26 27 28 30 31323334 35 3Q7T 39 40

N B | N [}
MGV-GENOME-0268550: 18,317-39,907 (+)
beta-glucosyl-HMC-alpha-glucosyltransferase (CDS_0036)
endolysin (CDS_0027) 38 41
26 | 282930 3132 33 34 35 37 ] 3940[ 42 43 45

- E— N S S - S ——
MGV-GENOME-0277059:19,024-41,556 (+)

36 39 41
25 26 27 28 29303132 33 3435[37 38 [40[4243 44

MGV-GENOME-0290096: 18,318-39,662 (+)
24 28 30
2372526 27 [293132 33 34

MGV-GENOME-0243274: 14,998-35,605 (+)
28
26 271 29 30

- ————————— ———————y —————— — §——— — ) — ]
MGV-GENOME-0230892: 18,311-33,407 (+)

2627 28 29

——— N E— — i R S——
MGV-GENOME-0229180: 18,311-33,073 (+)

protease (CDS_0025)
T 26 2728

MGV-GENOME-0228813:17,487-32,984 (+)
26 27 2829 30

MGV-GENOME-0258449:19,012-34,519 (+)
32
protease (CDS_0031) 33 34 35

MGV-GENOME-0252354:21,460-37,049 (+)
32
26 27 28 29 3031T3334 35

- ———————————————————§ —————————§y——— —§—— —— — [ —
MGV-GENOME-0250216: 19,040-36,686 (+)

25 26 27 28 29 303132 33 34 35

T — R S E—— N S——
MGV-GENOME-0246879:18,311-36,146 (+)

24 25 26 27 2829 30 31 32

MGV-GENOME-0237125:17,484-34,652 (+)

28 35
2627] 29 30 31 32 3334 [3637 38
L~~~ S S ————— i ————— N S

MGV-GENOME-0246742: 18,311-36,126 (+)
amidase (CDS_0027)
26 | 28 2930 31 3233T3536 37

MGV-GENOME-0246799:18,310-36,134 (+)

ThsC2_00001 HIT (CDS_0028) 35
2627 | 29 30 31 32 3334 [3637 38

MGV-GENOME-0264518:18,311-36,550 (+)

amidase (CDS_0026)
25 | 2728 29 30 31 32 3334 35 36 37 38 39 40414243 44 45

MGV-GENOME-0348600: 18,311-43,828 (+)

amidase (CDS_0033)
32 [ 34 353 37 3839

N — — B BN
MGV-GENOME-0324448:22,286-40,230 (+)

25 26 27 282930 31 3233

MGV-GENOME-0310927: 18,236-36,161 (+)
amidase (CDS_0033)
32 [ 34 3536 37 38 39

MGV-GENOME-0324828: 22,286-40,328 (+)
25 26 27 2829 30 31 32

MGV-GENOME-0303808: 18,239-37,706 (+)

amidase (CDS_0027)
26 | 28 2930 31 32

MGV-GENOME-0242792: 18,316-35,525 (+)
25 26 27 28 29 303132 33 34

—————— — & — — — KL T ¥ [ — ] - ——
MGV-GENOME-0314615:18,311-35,913 (+)

amidase (CDS_0026)
25 | 2728 29303132 33

—— —F — —— N1 1T
MGV-GENOME-0324519:18,311-35,307 (+)

amidase (CDS_0026)
25 | 2728 29303132 33 34 35 36 37 3839 40 41 42

MGV-GENOME-0324700: 18,311-40,389 (+)
25 26 27 28 29 303132 33 34 3536 37 38

MGV-GENOME-0275759: 18,311-38,284 (+)
amidase (CDS_0026) 39
25 | 2728 29 3031 32 33 34 35 36 373874041 42

I B R BN . —_— N B B S S S E—
uvig_236585:18,311-41,291 (+)

amidase (CDS_0026)
25 | 2728 29 3031 32 3334353637

B — — I F 1 T — | | ]
MGV-GENOME-0317543: 18,994-39,082 (+)

42
amidase (CDS_0026) 35 41
25 [ 27 282930 31 32 3334[363738 39 40| (4344 45

N S EE—— E— N ——
MGV-GENOME-0323799: 18,315-40,377 (+)

amidase (CDS_0027)
26 | 28293031 32

MGV-GENOME-0234523:19,012-34,131 (+)

endolysin (CDS_0026)
25 [ 27 2829 30

MGV-GENOME-0255141:19,074-34,999 (+)

[ 10000 nt i
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