
IMGVR_UViG_3300045988_084955|3300045988|Ga0495776_024721: 30,785-34,772 (+)

42 43 44 45 46 47 48 49 50 51 52 53 54

uvig_568179: 21,830-26,228 (+)

44 45 49

IMGVR_UViG_3300045988_082099|3300045988|Ga0495776_112899: 32,724-36,908 (+)

51 52 56

uvig_496942: 13,880-18,256 (+)

31 32 37

IMGVR_UViG_3300029343_000442|3300029343|Ga0243725_1000017|212295-259147: 15,461-19,454 (+)

31 32

MGV-GENOME-0344457: 28,031-32,046 (+)

41

uvig_489057: 32,543-36,732 (+)

46 51 53

MGV-GENOME-0349997: 28,239-32,726 (+)

42 46

Chehoud_patient_3_NODE_7_length_46099_cov_41.014725: 35,788-40,877 (+)

60
MazG-like pyrophosphatase (CDS_0065)

capH (CDS_0066) 67

IMGVR_UViG_3300045988_112113|3300045988|Ga0495776_137561: 35,012-40,033 (+)

58 63 64 65

uvig_153870: 35,182-40,084 (+)

52 56
phosphoadenosine phosphosulfate reductase (CDS_0057)

58

MGV-GENOME-0301833: 30,982-36,891 (+)

41 42 48 49 50

IMGVR_UViG_3300029594_000008|3300029594|Ga0245142_100560: 29,246-34,558 (+)

42 43 44 45 48

IMGVR_UViG_3300045988_088217|3300045988|Ga0495776_014463: 34,752-37,815 (+)

55 58

OTU_1534: 35,434-39,045 (+)

53 57 60 61

2000 nt

moron, auxiliary metabolic gene and host takeover other unknown function defence (PADLOC)


