capH (CDS_0068)  HNH endonuclease (CDS_0071) HNH endonuclease (CDS_0080)
62 63 64 65 66 67 69 70 72 73 74 75 76 77 78 79 81 82

g

IMGVR_UViG_3300029316_000320|3300029316|Ga0242768_100283|28826-75128:39,176-46,302 (+)
HNH endonuclease (CDS_0069)
MazG-like pyrophosphatase (CDS_0065) 68 70 71 72 79

I R I —
Chehoud_patient_3_NODE_7_length_46099_cov_41.014725:39,031-46,098 (+)
HNH endonuclease (CDS_0061)
transposase (CDS_0060) 62 63 64

4
!
|
+

I D N E— N
IMGVR_UViG_3300045988_101191|3300045988|Ga0495776_053985: 37,230-44,144 (+)
HNH endonuclease (CDS_0060)
61 62  trans_reg VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0066)

IMGVR_UViG_3300045988_084955|3300045988|Ga0495776_024721:34,283-40,993 (+)
HNH endonuclease (CDS_0065)

59 66
S S S, S 0 S/ S g S O S S, O W W
MGV-GENOME-0301833:36,583-41,597 (+)
63 69 70 72

E

— ]
MGV-GENOME-0322252:36,171-41,266 (+)

53

e —— R
MGV-GENOME-0349997:31,483-37,255 (+)
76 82

uvig_187020:43,029-48,021 (+)
terminase large subunit
36 37 43 44 transposase (CDS_0045) 52

?

uvig_496942:17,029-24, 832( )
HNH endonuclease (CDS_0050)
43 44 45 46 52 terminase large subunit (CDS_0054)

!
§

IMGVR _UViG_3300029343 000442|3300029343|Ga0243725_1000017|212295-259147:18,226-25,914 (+)
HNH endonuclease (CDS_0063)
58 62 64 65 66 67 68

IMGVR_UViG_33000295%4 000008|3300029594\630245142 100560: 34,250-39, 460( )
3000 nt i
DNA, RNA and nucleotide metabolism head and packaging integration and excision other unknown function defence (PADLOC) AMR (AMRFinderPlus)
I




