HNH endonuclease (CDS_0052)

44 45 46 47 4849 50 51 53 54 55 56 57 58 59 60 61 endolysin(CDS_0062)
oL LRt e O Dol

uvig 595132:27,377-34,426 (+)
DnaC-like helicase loader (CDS_0041)
42 43 44 47 49 50 51 52 53 54 55 59

MGV-GENOME-0245844:26,210-34,914 (+)

MTase_II_00074 Type (CDS_0049) transposase (CDS_0056)
42 43 48 50 51 52 53 54 55 cas12f2_V-F_3 (CDS_0057) 58 63
I DN | S e T | e

IMGVR_UViG_3300045988 O22839|3SOOO45988\GaO495776 085704:26,521-36,472 (+)

MTase_lI_00074 Type (CDS_0048)
40 42 43 47 49

i

uvig_! 549246 25 123-30, 919( )
Holliday junction resolvase (CDS_0038) MTase_lI_00074 Type (CDS_0049)
replicatiol tion O-like (CDS_0039) 42 44 46 47 48 50 51 52

— — . ]
MGV-GENOME-0240373:23,661-33,325 (+)
RM_Type_IV_Type_IV_05 (CDS_0045)

37 41 44 46
[ gy WD gy D g WD D 0 0 gy WSy Wy 0 D 0 W O S,
IMGVR_UViG_3300045988_040044(3300045988|Ga0495776_042114:23,391-31,775 (+)
53 54 55 56 57 59 60

uvig 594506:30,237-35,506 (+)
51 55

IMGVR_UViG_3300045988_023632|3300045988|Ga0495776_126285:28,867-33,570 (+)
51 52

N ]
MGV-GENOME-0254757:29,523-32,837 (+)

46 49 50 51 52 53 54

MGV-GENOME-0257113:27,136-32,829 (+)
45 48 49 50 51 52 53

IMGVR_UVIG_3300045988_062581/3300045988|Ga0495776_041914: 27,140-32,968 (+)
52 55

I E——— —
MGVR_UViG_3300045988 014803|3300045988\Ga0495776 017030:29,647-33,488 (+)

MGV-GENOME-0250903: 30,198-34,433 (+)
55 56 57

IMGVR_UViG_3300045988_047506|3300045988|Ga0495776 015679:30,198-34,433 (+)
56 57 61 endolysin (CDS_0064)

I N —
uvig_150775:29,934-34,403 (+)

47 49 50 51 52 54 55 56

ads

IMGVR_UViG_3300045988_061988|3300045988|Ga0495776_008902: 27,421-34,4083 (+)
56 57 58 59 60

SRS055533_a1_ct7537_vs1:31,313-35,876 (+)
51 54 55

IMGVR_UViG_3300045988_030529|3300045988|Ga0495776_015106: 28,602-32,620 (+)
54 55

I I ! |  —
MGV-GENOME-0248826: 28,602-32,620 (+)

46 50 51 52 53 54 HNH endonuclease

IMGVR_UViG_3300045988_052073|3300045988|Ga0495776_016161:28,154-33,827 (+)
50 51 55 56 57 58 61

47 50 54 55 56 57 58 59

uvig 584284:28,044-35,635 (+)

L u__ 1 _
uvig_305306: 28,868-34,692 (+)
48 49 5152 53 55 56

uvig_79475:28,136-32,505 (+)
54 55

——— EE——
MGVR_UViG_3300045988_050617|3300045988|Ga0495776_044493:28,136-32,505 (+)

54 55

MGV-GENOME-0253120:28,186-32,535 (+)
52 53 54 55 56 58

I
uvwg 5%335 28 698-34,521 (+)
3000 nt i
DNA, RNA and nucleotide metabolism integration and excision lysis unknown function defence (DefenseFinder) defence (PADLOC)
—




