
IMGVR_UViG_3300045988_022839|3300045988|Ga0495776_085704: 34,193-38,497 (+)

59
holin (CDS_0060)

61 endolysin (CDS_0062) 63
ParB-like partition nuclease (CDS_0064)

65 66

MGV-GENOME-0240373: 31,424-35,278 (+)

ParB-like partition nuclease (CDS_0061) 62

MGV-GENOME-0245844: 32,226-36,073 (+)

56 57 59 64

IMGVR_UViG_3300045988_052475|3300045988|Ga0495776_085887: 33,013-38,570 (+)

ParB-like partition nuclease (CDS_0065)
beta-glucosyl-HMC-alpha-glucosyltransferase (CDS_0066)

67

IMGVR_UViG_3300045988_046327|3300045988|Ga0495776_062698: 29,544-35,772 (+)

beta-glucosyl-HMC-alpha-glucosyltransferase (CDS_0053)

ParB-like partition nuclease (CDS_0054)
beta-glucosyl-HMC-alpha-glucosyltransferase (CDS_0055)

56

uvig_305306: 32,930-38,124 (+)

beta-glucosyl-HMC-alpha-glucosyltransferase (CDS_0064)
ParB-like partition nuclease (CDS_0065)

66

uvig_594366: 33,361-39,042 (+)

61 ParB-like partition nuclease (CDS_0066)
beta-glucosyl-HMC-alpha-glucosyltransferase (CDS_0067)

68

uvig_595132: 32,523-38,882 (+)

ParB-like partition protein (CDS_0064)

queuine tRNA-ribosyltransferase (CDS_0065)

Dpd__QueC (CDS_0066)

Dpd__QueD (CDS_0067)
Dpd__QueE (CDS_0068)

Dpd__FolE (CDS_0069)

SAMN09781744_a1_ct9415_vs1: 32,873-37,561 (+)

endolysin (CDS_0065)
ParB-like partition nuclease (CDS_0067)

68

uvig_584284: 32,873-36,994 (+)

endolysin (CDS_0065) 67

SRS055533_a1_ct7537_vs1: 33,254-37,582 (+)

ParB-like partition nuclease (CDS_0068) 69

uvig_596335: 31,759-36,529 (+)

58 endolysin (CDS_0061)

IMGVR_UViG_3300045988_061988|3300045988|Ga0495776_008902: 31,332-38,333 (+); 1-3,027 (+)

terminase large subunit (CDS_0001) 258 60 endolysin (CDS_0063) 65 66

phosphoadenosine phosphosulfate reductase (CDS_0067)
ParB-like partition protein (CDS_0068)

IMGVR_UViG_3300045988_023632|3300045988|Ga0495776_126285: 30,882-38,313 (+)

55 60 61 62
phosphoadenosine phosphosulfate reductase (CDS_0063)

ParB-like partition protein (CDS_0064)

uvig_280376: 28,984-34,138 (+)

49 50 51 52 53 54 55 56 58

MGV-GENOME-0254025: 29,938-34,144 (+)

46 47

IMGVR_UViG_3300045988_065928|3300045988|Ga0495776_016081: 29,157-35,007 (+)

48 49 50 52 53 54 ParB-like partition nuclease (CDS_0059)
beta-glucosyl-HMC-alpha-glucosyltransferase

IMGVR_UViG_3300045988_045331|3300045988|Ga0495776_125656: 30,705-35,834 (+)

52 55

uvig_573768: 29,867-34,355 (+)

52 53 RM_Type_II__Type_II_MTases_FAM_1 (CDS_0055)

IMGVR_UViG_3300045988_099035|3300045988|Ga0495776_009019: 30,905-35,253 (+)

54 55

uvig_281287: 29,843-34,059 (+)

53 54

MGV-GENOME-0257414: 31,040-35,924 (+)

51 52 53

IMGVR_UViG_3300045988_071373|3300045988|Ga0495776_018232: 29,820-35,713 (+)

56 57 58 59 63

MGV-GENOME-0263667: 30,621-34,985 (+)

47 48 49 51

IMGVR_UViG_3300045988_040231|3300045988|Ga0495776_017094: 29,285-33,886 (+)

50 51 methyltransferase (CDS_0055)

MGV-GENOME-0256420: 27,748-34,560 (+)

43 44 45 46 47 48 49 51 52 53

uvig_85035: 28,802-34,467 (+)

45 46 47 49 50 51 52 53

uvig_595137: 27,829-33,311 (+)

46 47

MGV-GENOME-0250985: 27,478-32,608 (+)

49 50

uvig_335288: 27,775-34,567 (+)

43 44 45 46 47 48 50 51

MGV-GENOME-0251558: 22,183-33,008 (+)

31 32 35 36 37
DnaC-like helicase loader (CDS_0038)

39 40 41 42 43 44 45 46 47 48 49 50

IMGVR_UViG_3300045988_055986|3300045988|Ga0495776_015722: 22,183-33,008 (+)

39 40 41 42 43 44 45 46 47 48 49 50 52

4000 nt

DNA, RNA and nucleotide metabolism head and packaging lysis moron, auxiliary metabolic gene and host takeover other unknown function defence (DefenseFinder)


