
IMGVR_UViG_2684623085_000005|2684623085|2684693143|2026167-2070195: 19,767-36,703 (+)
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42 metal-dependent hydrolase (CDS_0043)

IMGVR_UViG_2897406912_000005|2897406912|2897406912|2571156-2613962: 19,603-35,886 (+)
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27
28

29
30

transcriptional repressor (CDS_0031)

32

anti-repressor Ant (CDS_0033)

34
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IMGVR_UViG_2909350348_000005|2909350348|2909350348|1953361-1997469: 19,767-35,970 (+)

Beta-hemolysin (VF0002) (CDS_0024)

25
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Retron_VI__HTH (CDS_0030)

31

anti-SOS response (APIS178) (CDS_0032)

33
34
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IMGVR_UViG_2531839615_000001|2531839615|2531922767|81121-125258: 19,766-36,438 (+)

Beta-hemolysin (VF0002) (CDS_0024)
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Na/K ATPase (CDS_0026)

27 28

Retron_VI__HTH (CDS_0029)

30

anti-SOS response (APIS178) (CDS_0031)

32
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34
35 38 recombinase (CDS_0039) anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0042)

IMGVR_UViG_2588254165_000001|2588254165|2588308750: 19,800-35,373 (+)
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IMGVR_UViG_2534681806_000004|2534681806|2534723220: 19,800-35,037 (+)
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IMGVR_UViG_2590828189_000003|2590828189|2590840103|3-46449: 19,766-38,292 (+)
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Beta-hemolysin (VF0002) (CDS_0028)
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Na/K ATPase (CDS_0030)
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IMGVR_UViG_2630968494_000001|2630968494|2630998395|45855-90022: 19,800-37,552 (+)

Beta-hemolysin (VF0002) (CDS_0024)

25

Na/K ATPase (CDS_0026)
27
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NC_048711.1: 19,799-36,568 (+)
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35

36

IMGVR_UViG_2880431893_000004|2880431893|2880431893|2103079-2147110: 18,862-35,877 (+)
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27 28

transcriptional regulator (CDS_0029)
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IMGVR_UViG_2636415415_000005|2636415415|2636416642|47328-91262: 19,702-38,045 (+)

CHIPS (VF0424) (CDS_0023)
Beta-hemolysin (VF0002) (CDS_0025)
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CI-like repressor (CDS_0030)

31 32 33

anti-SOS response (APIS178) (CDS_0034)
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IMGVR_UViG_2531839045_000005|2531839045|2531852267|84110-127707: 20,879-38,049 (+)

Beta-hemolysin (VF0002) (CDS_0025)
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Staphylococcal enterotoxin V (SELV) (VF1019) (CDS_0027)
Staphylococcal enterotoxin V (SELV) (VF1019) (CDS_0028)

CI-like repressor (CDS_0029)
30 31 32

anti-SOS response (APIS178) (CDS_0033)

34
35

36

TemPhD_cluster_24414: 20,880-37,054 (+)

26

Staphylococcal enterotoxin V (SELV) (VF1019) (CDS_0027)
Staphylococcal enterotoxin V (SELV) (VF1019) (CDS_0028)

transcriptional regulator (CDS_0029)
30 31 32

anti-SOS response (APIS178) (CDS_0033)
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IMGVR_UViG_2571042691_000001|2571042691|2571137752|47576-93000: 20,883-39,874 (+)

Eap/Map (VF0016) (CDS_0026)

Beta-hemolysin (VF0002) (CDS_0027)

28

Staphylococcal enterotoxin V (SELV) (VF1019) (CDS_0029)
Staphylococcal enterotoxin V (SELV) (VF1019) (CDS_0030)

CI-like repressor (CDS_0031)
32 33 34

anti-SOS response (APIS178) (CDS_0035)
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IMGVR_UViG_2617271282_000001|2617271282|2617361498|47451-92761: 20,879-39,762 (+)
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Eap/Map (VF0016) (CDS_0026)

Beta-hemolysin (VF0002) (CDS_0027)

28

Staphylococcal enterotoxin V (SELV) (VF1019) (CDS_0029)
Staphylococcal enterotoxin V (SELV) (VF1019) (CDS_0030)

CI-like repressor (CDS_0031)
32 33 34

anti-SOS response (APIS178) (CDS_0035)
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IMGVR_UViG_2663763284_000002|2663763284|2663841272|1494031-1537627: 20,879-38,046 (+)

Beta-hemolysin (VF0002) (CDS_0025)
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Staphylococcal enterotoxin V (SELV) (VF1019) (CDS_0027)
Staphylococcal enterotoxin V (SELV) (VF1019) (CDS_0028)

CI-like repressor (CDS_0029)
30 31 32

anti-SOS response (APIS178) (CDS_0033)
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IMGVR_UViG_2690315747_000004|2690315747|2690320262|89862-133449: 20,880-38,510 (+)

Beta-hemolysin (VF0002) (CDS_0026)

27

Staphylococcal enterotoxin V (SELV) (VF1019) (CDS_0028)
Staphylococcal enterotoxin V (SELV) (VF1019) (CDS_0029)

CI-like repressor (CDS_0030)
31 32 33

anti-SOS response (APIS178) (CDS_0034)
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IMGVR_UViG_2663763057_000003|2663763057|2663811406: 20,879-35,535 (+)
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IMGVR_UViG_2603879677_000006|2603879677|2603885893|80903-127062: 19,767-39,524 (+)
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IMGVR_UViG_2571042571_000002|2571042571|2571129178|13166-56024: 18,862-37,310 (+)
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29 30
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PVL (VF0018) (CDS_0024)
PVL (VF0018) (CDS_0025)

Beta-hemolysin (VF0002) (CDS_0026)

27

Na/K ATPase (CDS_0028)
29

30

transcriptional regulator (CDS_0031)

32 33 34

anti-SOS response (APIS178) (CDS_0035)

36
37

38

10000 nt

integration and excision lysis moron, auxiliary metabolic gene and host takeover other transcription regulation unknown function defence (DefenseFinder) defence (PADLOC)

virulence (VFDB) anti-defence (dbAPIS)


