
SAMEA2737664_a1_ct43467_vs1: 11,369-24,298 (+)
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tail protein (CDS_0015)
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20

endolysin (CDS_0021)
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tRNA-Pro(CGG)
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MGV-GENOME-0188477: 12,085-25,997 (+)

18 23 24 25 26

uvig_456981: 12,090-24,033 (+)

23 24 25 26 27 28

uvig_284940: 10,350-22,851 (+)

22 23 24 25 26 27

MGV-GENOME-0220784: 12,085-29,102 (+)
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MGV-GENOME-0179349: 10,332-24,564 (+)
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MGV-GENOME-0183847: 10,344-25,259 (+)

22 23 24 25 26 27 28

uvig_81729: 11,147-24,803 (+)

23 24 25 26 27 28 29

MGV-GENOME-0166488: 11,366-22,707 (+)

18 23 24 25 26 27 28 29

uvig_311454: 10,348-31,051 (+)
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WYL_I_II_III_IV_V_VI_1 (CDS_0026)
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SAMEA2737739_b1_ct10_vs2: 12,089-27,334 (+)
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MGV-GENOME-0173744: 9,627-23,728 (+)
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uvig_309722: 12,085-31,447 (+)
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32

33 34

MGV-GENOME-0207224: 9,626-29,260 (+)

21 22 23 24 25 26 27
DNA methyltransferase (CDS_0028)

29 30 31 32 33 34

MGV-GENOME-0199359: 8,984-27,857 (+)

tail length tape measure protein (CDS_0013) virion structural protein (CDS_0017) 21 22 23 24 2526 27 28
DNA methyltransferase (CDS_0029)
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MGV-GENOME-0176994: 8,984-24,219 (+)

21 22 23 24 25 26 27

MGV-GENOME-0216303: 9,628-25,420 (+)

17 18 21 22 23 24 25 26 27 28 31

MGV-GENOME-0163090: 9,628-22,226 (+)

21 22 23 24 25 26 27

uvig_251614: 10,347-20,920 (+)

22 23 24 25

MGV-GENOME-0190678: 10,347-26,365 (+)

22 23 24 25 26 27 28 29

Ma_2019_SRR341719_NODE_440_length_27655_cov_4.960761: 10,347-27,653 (+)

17 22 23 24 25 2627 28 29 30 31 32

uvig_267464: 11,367-26,965 (+)

22 23 24 25 26 27 28

MGV-GENOME-0187903: 12,085-25,905 (+)

20 23 24
integrase (CDS_0025)

26 27

uvig_436345_: 9,633-21,128 (+)

holin (CDS_0019)

capH (CDS_0021)
capP (CDS_0022)

23

minor tail protein with lysin activity (CDS_0024)

25

MGV-GENOME-0138075: 7,767-19,060 (+)

12 17 18 19 20
terminase large subunit (CDS_0021)

22

SAMN00791944_a1_ct23538_vs1: 7,770-17,111 (+)

17 18

MGV-GENOME-0151566: 7,768-20,700 (+)

17
18

1920 21 22

phosphoadenosine phosphosulfate reductase (CDS_0023)

24 25

MGV-GENOME-0130559: 7,046-18,250 (+)

16 17
DNA methyltransferase (CDS_0018)

19 20 21

DNA methyltransferase (CDS_0022)

23

MGV-GENOME-4351380: 7,767-18,567 (+)

17
DNA methyltransferase (CDS_0018)

19 20 21 22 23

MGV-GENOME-0133691: 7,767-18,586 (+)

17
DNA methyltransferase (CDS_0018)

19 20 21

DNA methyltransferase (CDS_0022)

23

SAMEA2737698_a1_ct117733_vs1: 7,047-16,232 (+)

16 17
18

19 20 22

MGV-GENOME-0128769: 9,505-18,077 (+)

18 19

uvig_140210: 9,626-16,285 (+)

16
17

18 19 21

MGV-GENOME-0189109: 7,959-22,131 (+)

21 22 23 24

8000 nt

DNA, RNA and nucleotide metabolism head and packaging integration and excision lysis moron, auxiliary metabolic gene and host takeover other tail transcription regulation

unknown function defence (DefenseFinder) defence (PADLOC) tRNA


