tail assembly chaperone (CDS_0016) tRNA-Undet(NNN)

tail chaperone protein (CDS_0015) distal tail protein Dit (CDS_0018) amidase (CDS_0023)
" tail length tape measure protein (CDS_0017) minor tail protein (CDS_0019) 20 2122 24 25 26
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MGV-GENOME-0185555:9,007-25,526 (+)

amidase (CDS_0023)
minor tail protein (CDS_0019) 2122 24 25 26
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MGV-GENOME-0186721:9,007-25,715 (+)

amidase (CDS_0024)
minor tail protein (CDS_0019) 20 2223 2526 27 28 terminase small subunit (CDS_0029)
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MGV-GENOME-0185091:8,994-25,450 (+)
phosphoadenosine phosphosulfate reductase (CDS_0031)
transcriptional repressor (CDS_0026)
29
2425 272830 32 33 terminase small subunit (CDS_0034)

MGV-GENOME-0202005: 10,579-28,329 (+)

DNA methyltransferase (CDS_0023)
22 24 25 terminase small subunit (CDS_0026)
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MGV-GENOME-0183773:9,425-25,247 (+)
DNA methyltransferase (CDS_0025)
amidase (CDS_0024)
2223 26 27

MGV-GENOME-0182922: 9,380-25,119 (+)

amidase (CDS_0024)
2223 25 26
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MGV-GENOME-0181273:9,425-24,861 (+)

amidase (CDS_0002)
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MGV-GENOME-4367972:1-13,762 ()

DNA methyltransferase (CDS_0029)
anti-repressor (CDS_0026)
amidase (CDS_0028)
2324 25 27 | 30 31

MGV-GENOME-0197545:9,710-27,538 (+)
RM_Type_ll_Type_ll_MTases_FAM_0 (CDS_0030)
amidase (CDS_0026) 29

2425 2728] 31 32

MGV-GENOME-0203652: 10,568-28,622 (+)
RM_Type_ll_Type_ll_MTases_FAM_0 (CDS_0030)
amidase (CDS_0026) superinfection exclusion (CDS_0028)
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OTU_3855:10,568-30,992 (+)
major tail protein (CDS_0014) 17 2122 amidase (CDS_0023) 24
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MGV-GENOME-0179456:8,441-24,580 (+)
3 2 amidase (CDS_0001)
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MGV-GENOME-4369971:1-14,285 (-)
amidase (CDS_0024)
2223 terminase small subunit (CDS_0025)
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MGV-GENOME-0185352:8,910-24,911 (+)

amidase (CDS_0023)
tail length tape measure protein (CDS_0017) 2122 24 terminase small subunit (CDS_0025)
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MGV-GENOME-0192111:8,456-24,673 (+)

amidase (CDS_0024)
2223 25 26 27

MGV-GENOME-0196518:9,372-27,354 (+)
2021 amidase (CDS_0022)
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MGV-GENOME-4367967: 6,504-20, 481( )

amidase (CDS_0024)
2223 25
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MGV-GENOME-0175940: 9,643-24, 056( )

minor tail protein (CDS_0020) 21
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OTU_5364:9,437-21,328 (+)

amidase (CDS_0023)
2122 24 terminase small subunit (CDS_0025)
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MGV-GENOME-0166568:9,099-22,719 (+ )

holin (CDS_0022)
21 [ amidase (CDS_0023)
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MGV-GENOME-0160062:8,619-21,340 (+)

RM_Type_ll_Type_ll_MTases_FAM_0 (CDS_0026)
amidase (CDS_0025)
2324 27 28
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MGV-GENOME-0186966: 10,151-25,758 (+)

amidase (CDS_0025)
2324 26 27 28
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OTU_4504:10,228-25,958 (+)
22 23 24 25
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MGV-GENOME-0189012: 9,644-26,084 (+)
22 23 24 25
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MGV-GENOME-0197607:9,644-27,552 (+)
2122 23 24 25 terminase small subunit (CDS_0026)
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MGV-GENOME-0187737:9,109-25,879 (+)

21 22 23 24 terminase small subunit (CDS_0025)

MGV-GENOME-0181250: 9,113-24,858 (+)

amidase (CDS_0029)
23 24 25 26 27 28 30

MGV-GENOME-0217376:10,171-28,643 (+)
endolysin (CDS_0025)
22 23 24 transposase (CDS_0026) 27 28
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SRS050941 a1l _ct90936_vs01:9,644-28 313 (+)

minor tail protein (CDS_0020) 21
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OTU_5660:8,839-20,352 (+)

transcriptional regulator (CDS 0020)
tail fiber protein (CDS_0019)

MGV GENOME-0160050:8,398-21 823( )
minor tail protein (CDS_0020)

e . —
MG\/ GENOME-0165691:8,839-22,593 (+)
RM _Type_II_Type_|ll_MTases_FAM_0 (CDS_0021)
tail fiber protein (CDS_0020) 22 23
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MGV-GENOME-0175849:9,057-24,041 (+)
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