
IMGVR_UViG_3300045988_139354|3300045988|Ga0495776_137786: 16,913-34,691 (+)
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IMGVR_UViG_3300045988_100760|3300045988|Ga0495776_172507: 16,913-32,920 (+)
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IMGVR_UViG_3300014953_000199|3300014953|Ga0169765_100059|130805-175051: 16,913-33,769 (+)
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IMGVR_UViG_3300045988_134128|3300045988|Ga0495776_117351: 16,914-36,417 (+)
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IMGVR_UViG_3300045988_105282|3300045988|Ga0495776_139731: 16,914-33,727 (+)
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MGV-GENOME-0249707: 16,914-26,680 (+)
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IMGVR_UViG_3300045988_125927|3300045988|Ga0495776_176011: 16,290-32,046 (+)
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uvig_122613: 16,914-36,676 (+)
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MGV-GENOME-0243845: 16,914-25,533 (+)
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MGV-GENOME-0257335: 17,771-29,618 (+)
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IMGVR_UViG_3300045988_127415|3300045988|Ga0495776_099766: 16,875-33,972 (+)
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SAMEA1906438_a1_ct47550_vs1: 16,875-32,086 (+)
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IMGVR_UViG_3300045988_095859|3300045988|Ga0495776_112251: 16,271-31,454 (+)
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MGV-GENOME-0297140: 16,914-28,969 (+)
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IMGVR_UViG_3300045988_128643|3300045988|Ga0495776_172629: 16,914-28,969 (+)
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IMGVR_UViG_3300006298_000013|3300006298|Ga0099618_100275: 16,913-34,386 (+)
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IMGVR_UViG_3300045988_124194|3300045988|Ga0495776_139789: 16,913-34,386 (+)
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MGV-GENOME-0297082: 16,290-32,805 (+)
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MGV-GENOME-0251893: 16,290-27,656 (+)
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uvig_313050: 16,833-35,182 (+)
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uvig_33087: 16,915-35,339 (+)
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IMGVR_UViG_3300045988_080307|3300045988|Ga0495776_020687: 16,272-35,339 (+)
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MGV-GENOME-0276950: 15,100-30,885 (+)
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IMGVR_UViG_3300045988_102550|3300045988|Ga0495776_110417: 15,100-30,885 (+)
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