hemolysin (CDS_0030)

holin (CDS_0031) transcriptional regulator (CDS_0043)
radical SAM domain-containing protein (CDS_0024) 29 |endolysin (CDS_0032) 34 DNA polymerase (CDS_0038)
21 2223 25 26 27 28] | | 33 [35 36 37 39 40 41 42 | 44

IMGVR _UViG_3300045988_139354|3300045988|Ga0495776_137786:16,913-34,691 (+)
hemolysin (CDS_0030)
holin(CDS_0031)
29 |endolysin (CDS_0032)34 DNA polymerase (CDS_0037)
26 27 28 \ 33 [35 36 38

IMGVR_UViG_3300045988_100760|3300045988|Ga0495776_172507:16,913-32,920 (+)
Reverse transcriptase (CDS_0027)
hemolysin (CDS_0030)
holin(CDS_0031)
29 |endolysin (CDS_0032) 34 integrase (CDS_0036) DNA polymerase (CDS_0038)

\ 33 |35 integrase (CDS_00837) 39

26 28

i
\
|

uvig 160840: 16,913-35,474 (+)
hemolysin (CDS_0030)
holin (CDS_0031)

29 |endolysin (CDS_0032) 34 transposase (CDS_0037)
26 27 287 | | 33 [35 36 V_U4 CAS-V-F; (CDS_0038) 43

IMGVR _UViG_3300014953_000199|3300014953|Ga0169765_100059|130805-175051: 16,913-33,769 (+)
hemolysin (CDS_0030)

holin (CDS_0031) anti-S0S response (APIS132) (CDS_0037)
29 T PDC-S03_WP_114299349.1 (CDS_0034) 43
26 27 28] |endolysin(CDS 0032) 33 35 36 | 38 39 42 44

IMGVR_UViG_3300045988_134128|3300045988|Ga0495776_117351:16,914-36,417 (+)
hemolysir&DS_OO%)
holin (CDS_0031)

29 T
26 27 287 |endolysin (CDS_0032) 33 34 35

IMGVR_UViG_3300045988_105282|3300045988|Ga0495776_139731:16,914-33,727 (+)
anti-SOS response (AP1S132) (CDS_0038)

hemolysin (CDS_0030) PDC-S03_WP_114299349.1 (CDS_0036)
holin(CDS_0031) Cl-like repressor (CDS_0041)
29 |endolysin (CDS_0032) 39 endolysin (CDS_0045)
26 27 287 | | 33 34 35 37 T40 | 424344 46 47
N 1 I N N B D . & | & &3 ' "8 "B ]

uvig_105490: 16,914-40,558 (+)
DNA polymerase (CDS_0028)
26 27 29

- aEmE mm
MGV-GENOME-0249707:16,914-26,680 (+)

endolysin (CDS_0033)

29
30 DNA polymerase (CDS_0035)
20 25 26 27 28 T3132 34 36

IMGVR_UViG_3300045988_125927|3300045988|Ga0495776_176011:16,290-32,046 (+)
RNA polymerase sigma factor (CDS_0031)

26 27 28 29 30 32 33 34 35 36 37
uvig_122613:16,914-36,676 (+)
26 27 28

!

MGV-GENOME-0243845:16,914-25,533 (+)
integrase (CDS_0029)

21 endolysin (CDS_0026) 27 28 30
uvig 443109 _:16,290-28,647 (+)
19 25 26 27

i

MGV-GENOME-0246172: 15,636-25,271 (+)
32
26 27 28 31733 38 39

—— N S —
MGV-GENOME-0257335:17,771-29,618 (+)
RT_II-AM_III-B_2 (CDS_0031)

32 34 35 endolysin (CDS_0038)
26 2728 29 30 13373637 39 40 41

IMGVR_UViG_3300045988_127415|3300045988|Ga0495776_099766:16,875-33,972 (+)
RT_III-AM_III-B_2 (CDS_0031)

endolysin (CDS_0038)
Hoc-like head decoration (CDS_0029) 32 34 35
26 2728 30 | T33TT3637 39 40

SAMEA1906438_al_ct47550_vs1: 16,875-32,086 (+)
RT_III-AM_III-B_2 (CDS_0029)

30 3233
26 27 28 317343536 37 38

IMGVR_UViG_3300045988_095859|3300045988|Ga0495776_112251: 16,271-31,454 (+)
RT_III-AM_I11-B_2 (CDS_0029)
endolysin (CDS_0034)
31 35
26 27 28 30] 3233 | [36

!
|
I
|
I
|
e

MGV-GENOME-0297140: 16,914-28,969 (+)
RT_III-AM_III-B_2 (CDS_0029)
endolysin (CDS_0034)

31 35
26 27 28 30] 3233 | [36

IMGVR_UViG_3300045988_128643|3300045988|Ga0495776_172629:16,914-28,969 (+)
RT_II-AM_III-B_2 (CDS_0031)
32 34 endolysin (CDS_0038)
26 2728 29 30 T33T35 36 37 39 40 41 42 4546 47

i
|
|
-
|

IMGVR_UViG_3300006298_000013|3300006298|Ga0099618_100275: 16,913-34,386 (+)
RT_III-AM_I11-B_2 (CDS_0031)
32 34 endolysin (CDS_0038)
26 2728 29 30 1337353637 39 40 41 42

i
|
|
-
|

IMGVR_UViG_3300045988_124194|3300045988|Ga0495776_139789: 16,913-34,386 (+)
RT_III-AM_III-B_2 (CDS_0032)

endolysin (CDS_0037)
34 44
21 27 2829 30 31 33[ 3536 38 39 42 43]

MGV-GENOME-0297082: 16,290-32,805 (+)
RT_III-AM_I1I-B_2 (CDS_0030)
32
27 28 29 31 3334

!
|
|
|
|
y

MGV-GENOME-0251893:16,290-27,656 (+)
RT_III-AM_III-B_2 (CDS_0030)

holin (CQ§_0035) DNA polymerase (CDS_0040)
Hoc-like head decoration (CDS_0028) 31 33 endolysin (CDS_0036) integrase (CDS_0039)
27 29 | 732734 | 37 38 41

uvig_460218:16,287-34,705 (+)
RT_II-AM_I1I-B_2 (CDS_0031)

Hoc-like head decoration (CDS_0029) 33 endolysin (CDS_0036) 40 43
26 2728 30 | 32] 3435 37 38 39 [41 42744 49

uvig_313050: 16,833-35,182 (+)
RT_III-AM_III-B_2 (CDS_0029)

endolysin (CDS_0034)
Hoc-like head decoration (CDS_0027) 31
26 28 | 303233 35 36 37 38 39 40 41 4445

uvig_33087:16,915-35,339 (+)
RT_III-AM_II-B_2 (CDS_0029)
endolysin (CDS_0034)
31

25 26 27 28 30] 3233 35 36 37 38 39 40

N
ey
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\MGVR UViG_3300045988_080307|3300045988|Ga0495776_020687: 16,272-35,339 (+)

Cl-like repressor (CDS_0037)
metallo-protease (CDS_0034)

RT_III-AM_III-B_2 (CDS_0029) B
31 35
26 27 28 30[ 3233 T36 | 383940 41 42 43 44 45 46 47

MGV-GENOME-0300225: 16,915-38,083 (+)
RT_lII-AM_III-B_2 (CDS_0029)
endolysin (CDS_0034)
31 “DNA polymerase (CDS_0036)

18 20 25 26 27 28 30[ 3233 | 35 37
0 0 g N, g O D U g W 1/ . T S Wy} Sy V4

MGV-GENOME-0276950: 15,100-30,885 (+)
RT_IlI-AM_III-B_2 (CDS_0029)

endolysin (CDS_0034)

31 “DNA polymerase (CDS_0036)

tail protein 25 26 27 28 30 3233 | 35 37

I I I N R E— L
IMGVR_ UVlG 3300045988 102550|3300045988]Ga0495776_110417:15,100-30 885( )
9000 nt i
DNA, RNA and nucleotide metabolism head and packaging integration and excision lysis other tail transcriptionregulation unknown function defence (DefenseFinder)
— I —_—

defence (PADLOC) anti-defence (dbAPIS)




