
uvig_99835: 1-3,878 (+)

terminase large subunit (CDS_0001)
2 3 4 5 6 7

uvig_30739: 12,760-17,840 (-)

2728

uvig_139031: 14,843-21,512 (-)

MgtBC (VF0106) (CDS_0028)29

uvig_521433: 9,221-17,486 (-)

232425

uvig_433781: 13,488-20,122 (-)

PDC-S53_WP_100254688.1 (CDS_0027)28
zinc containing alcohol dehydrogenase superfamily (CDS_0029)

uvig_266329: 159-8,251 (+)

zinc containing alcohol dehydrogenase superfamily (CDS_0001)
2 PDC-S53_WP_100254688.1 (CDS_0003)

uvig_316031: 187-9,737 (+)

PDC-S01_WP_067088819.1 (CDS_0001)
2 3

uvig_460146: 13,769-23,728 (-)

28293031

uvig_267178: 14,748-24,196 (-)

30

RND-peri-MexE-NCBIFAM multidrug efflux RND transporter periplasmic adaptor subunit MexE (NF045904.1) (CDS_0031)
RND_perm_OqxB-NCBIFAM multidrug efflux RND transporter permease subunit OqxB (NF000037.1) (CDS_0032)

efflux_OM_AdeC-NCBIFAM multidrug efflux RND transporter AdeABC outer membrane channel subunit AdeC (NF033142.1) (CDS_0033)

uvig_344114: 1-9,712 (+)

1 2 3 SenX3 (VF0857) (CDS_0004) 5

uvig_432585: 13,811-24,731 (-)

2829303132

uvig_503777: 3-10,648 (+)

ZorB1_00001 MotB (CDS_0001)
2 3 4 5

uvig_506816: 13,769-22,786 (-)

2829303132

uvig_448145: 14,757-24,098 (-)

293031
32

33

uvig_362367: 1-11,347 (+)

1 2 3 4
RpoS (VF0166) (CDS_0005)

6

uvig_5465: 229-9,310 (+)

1 2 3 4

uvig_21061: 229-9,347 (+)

1 2 3 4 6

uvig_521885: 9,045-16,246 (-)

2223
DNA helicase (CDS_0024)
25262728

uvig_519640: 193-8,479 (+)

1 2 3 4 5 6 Dpd__QueD (CDS_0007)

uvig_557430: 11,708-25,050 (-)

272829303132
PDC-S05_WP_217327273.1 (CDS_0033)

uvig_20235: 13,317-26,051 (-)

28293031323334

uvig_425185: 2-11,379 (+)

1
DpdF_00007 DpdF (CDS_0002)

3 4 5
Fur (VF0113) (CDS_0006)

2-aminooxy adenylosuccinate synthetase (CDS_0007)

DNA replication initiation (CDS_0008)

uvig_180733: 13,811-25,727 (-)

28
anti-RM (APIS108) (CDS_0029)

30

GTP-binding domain (CDS_0031)

323334
DNA repair protein (CDS_0035)

36

DNA methyltransferase (CDS_0037)

uvig_541930: 7,411-24,085 (-)

162023242526

uvig_432898: 50-11,671 (+)

1

DNA polymerase processivity factor (CDS_0002)
single strand DNA binding protein (CDS_0003)

4
Menshen__NsnA (CDS_0005)

Menshen__NsnB (CDS_0006)

Menshen__NsnC_2676918070 (CDS_0007)

8
bir_HNH (CDS_0009)

10 11

uvig_505221: 13,482-24,723 (-)

282930313233

uvig_199299: 1-9,945 (+)

1 2 3 4

uvig_39251: 13,803-24,852 (-)

293031

Sigma L (VF0855) (CDS_0032)
tRNA-His(GTG)

3334

uvig_398907: 209-12,102 (+)

1 2
Sigma L (VF0855) (CDS_0003)

4 5 6

uvig_66602: 14,529-24,436 (-)

29303132333435

uvig_198630: 1-13,436 (+)

1 2 3 4 5 6 7 8

uvig_539893: 1-11,775 (+)

1 2 3 4 5 6 8

SAMN06164424_a1_ct17075_vs1: 84-12,540 (+)

1 2 3 4 5 6 7 8 9
excisionase and transcriptional regulator (CDS_0010)

11 12 13

MGV-GENOME-0190849: 13,811-26,267 (-)

282930
excisionase and transcriptional regulator (CDS_0031)

323334353637383940

uvig_32051: 50-12,164 (+)

amidase (CDS_0001)
2 3 4 5 6 7 8

O-antigen (VF0392) (CDS_0009)
10

O-antigen (VF0392) (CDS_0011)
shah_acc_0186 C-3?,4? (CDS_0012)

13

uvig_459116_: 3-14,205 (+)

1 2 3 4 5 9 10

uvig_126367: 10,313-16,184 (-)

DNA transposition protein (CDS_0019)26

uvig_433433: 11,786-22,577 (-)

262728293031323334

6000 nt

DNA, RNA and nucleotide metabolism head and packaging integration and excision lysis other unknown function defence (DefenseFinder) defence (PADLOC) virulence (VFDB)

anti-defence (dbAPIS) AMR (AMRFinderPlus) tRNA


