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IMGVR_UViG_3300045988 097306|3300045988|Ga0495776_147376:11,282-20,320 (+)
endolysin (CDS_0023)
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endolysin (CDS_0023)
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uvig 221128:9,572-24,794 (+)
vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NFO33117.2) (CDS_0032)
ABC-type heme transporter (VF0739) (CDS_0029)
phosphate transporter subunit (CDS_0026)
membrane protein (CDS_0024)
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uvig_231097:12,242-37,119 (+)
phosphate transporter subunit (CDS_0026)
membrane protein (CDS_0024)
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uvig_144780: 12,242-32,207 (+)
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MGV-GENOME-0327524:12,242-21,988 (+)
phosphate transporter subunit (CDS_0025)
endolysin (CDS_0023)
22 ABC-type heme transporter (VF0739) (CDS_0028) SigE (VF0295) (CDS_0033)
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ABC-type heme transporter (VF0739) (CDS_0024)
phosphate transporter subunit (CDS_0021)SigE (VF0295) (CDS_0027)
endolysin (CDS_0020) 22 23 | 25 26 | 28

U B N U S eE— s -
uvig 115087:12,248-27,765 (+)
vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NFO33117.2) (CDS_0031)
ABC-type heme transporter (VF0739) (CDS_0028)
phosphate transporter subunit (CDS_0025) FbpA/Fbp68 (VF0595) (CDS_0036)
endolysin (CDS_0024) MprAB (VF0298) (CDS_0032) SigE (VF0295) (CDS_0038)
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uvig 323506:12,242-41,211 (+)
vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NFO33117.2) (CDS_0030)
ABC-type heme transporter (VF0739) (CDS_0027)
phosphate transporter subunit (CDS_0024) FbpA/Fbp68 (VF0595) (CDS_0035)
endolysin (CDS_0023) ‘ MprAB (VF0298) (CDS_0031) SigE (VF0295) (CDS_0036)
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uvig_235503:12,242-39,667 (+)
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