
uvig_29309: 11,282-24,724 (+)
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SigE (VF0295) (CDS_0026)
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IMGVR_UViG_3300045988_097306|3300045988|Ga0495776_147376: 11,282-20,320 (+)

20 21

IMGVR_UViG_3300045988_127407|3300045988|Ga0495776_187745: 12,242-23,910 (+)

20 21
22

endolysin (CDS_0023)

24

IMGVR_UViG_3300045988_098108|3300045988|Ga0495776_126336: 12,242-23,569 (+)

20 21
22

endolysin (CDS_0023)

IMGVR_UViG_3300023719_000259|3300023719|Ga0257059_100358|362-39592: 12,245-24,466 (+)

20 21
22

endolysin (CDS_0023)
SigE (VF0295) (CDS_0024)

25

MGV-GENOME-0295497: 12,242-24,605 (+)

20 21
22

endolysin (CDS_0023)

24

IMGVR_UViG_3300045988_124821|3300045988|Ga0495776_186856: 9,572-24,605 (+)

tail length tape measure protein (CDS_0014)
19 20 21

22
endolysin (CDS_0023)
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MGV-GENOME-0287859: 9,572-23,910 (+)

16 20 21
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endolysin (CDS_0023)

24

IMGVR_UViG_3300045988_108590|3300045988|Ga0495776_109914: 12,247-25,116 (+)

20
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22 23
capH (CDS_0024)

25 2627 28

MGV-GENOME-0260477: 9,575-18,300 (+)

19 24

IMGVR_UViG_3300045988_107190|3300045988|Ga0495776_167182: 9,572-19,844 (+)
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MGV-GENOME-0258859: 9,575-20,585 (+)

19 20

MGV-GENOME-0270560: 9,575-23,778 (+)

19 20 21 22
SigE (VF0295) (CDS_0023)
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uvig_221128: 9,572-24,794 (+)

19 20 21
SigE (VF0295) (CDS_0022)
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uvig_231097: 12,242-37,119 (+)

20 21 22 23

membrane protein (CDS_0024)
endolysin (CDS_0025)

phosphate transporter subunit (CDS_0026)

27 28

ABC-type heme transporter (VF0739) (CDS_0029)

30 31

vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NF033117.2) (CDS_0032)

MprAB (VF0298) (CDS_0033)
34 35

SigE (VF0295) (CDS_0036)
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uvig_438058: 12,242-30,650 (+)

20
holin (CDS_0021)

endolysin (CDS_0022)

23

membrane protein (CDS_0024)
endolysin (CDS_0025)

phosphate transporter subunit (CDS_0026)

27 28

ABC-type heme transporter (VF0739) (CDS_0029)

30
SigE (VF0295) (CDS_0031)

32

IMGVR_UViG_3300029218_000221|3300029218|Ga0168718_100280|29545-70458: 12,242-25,694 (+)

20 21 22 23

membrane protein (CDS_0024)

25
SigE (VF0295) (CDS_0026)

27

uvig_144780: 12,242-32,207 (+)

20 21 22 23 24

membrane protein (CDS_0025)

26
tRNA-Trp(CCA)

27

co-chaperonin GroES (CDS_0028)

GroEL (VF0594) (CDS_0029)

30 31
SigE (VF0295) (CDS_0032)

33

Ma_2019_SRR413683_NODE_422_length_46782_cov_4.066321: 12,242-31,641 (+)

20 21
holin (CDS_0022)

23 24

membrane protein (CDS_0025)

26

co-chaperonin GroES (CDS_0027)

GroEL (VF0594) (CDS_0028)
29 30

SigE (VF0295) (CDS_0031)

32

SAMEA2737667_a1_ct52730_vs1: 12,242-30,559 (+)

20 21 22 23 24

membrane protein (CDS_0025)

endolysin (CDS_0026)
27

Hsp60 (VF0159) (CDS_0028)

29 30
SigE (VF0295) (CDS_0031)

32

MGV-GENOME-0311160: 12,242-28,872 (+)

20 21 22 23 24
membrane protein (CDS_0025)

26 27 28 29

MGV-GENOME-0327524: 12,242-21,988 (+)

20 21 22 23 24membrane protein (CDS_0025)

uvig_278672: 12,242-39,896 (+)

20 21
22

endolysin (CDS_0023)

endolysin (CDS_0024)

phosphate transporter subunit (CDS_0025)

26 27
ABC-type heme transporter (VF0739) (CDS_0028)

29 30 31 32
SigE (VF0295) (CDS_0033)

34

uvig_115087: 12,248-27,765 (+)

endolysin (CDS_0020)
phosphate transporter subunit (CDS_0021)

22 23

ABC-type heme transporter (VF0739) (CDS_0024)

25 26
SigE (VF0295) (CDS_0027)

28

uvig_323506: 12,242-41,211 (+)

20 21 22 23
endolysin (CDS_0024)

phosphate transporter subunit (CDS_0025)

26 27

ABC-type heme transporter (VF0739) (CDS_0028)

29 30

vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NF033117.2) (CDS_0031)

MprAB (VF0298) (CDS_0032)
33 34 35

FbpA/Fbp68 (VF0595) (CDS_0036)

37
SigE (VF0295) (CDS_0038)
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uvig_235503: 12,242-39,667 (+)

20 21 22
endolysin (CDS_0023)

phosphate transporter subunit (CDS_0024)

25 26

ABC-type heme transporter (VF0739) (CDS_0027)

28 29

vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NF033117.2) (CDS_0030)

MprAB (VF0298) (CDS_0031)
32 33 34

FbpA/Fbp68 (VF0595) (CDS_0035)
SigE (VF0295) (CDS_0036)

37
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