
uvig_383426: 42,323-52,865 (+)

65 66 67 68 69 70 71 72 73 74
terminase small subunit (CDS_0075)

76 77

uvig_459004_: 44,280-54,272 (+)

69 70 71 72 73 74

uvig_383056: 44,703-53,236 (+)

71 72 73 74

IMGVR_UViG_3300045988_062641|3300045988|Ga0495776_134418: 39,834-48,831 (+)

63 64 66

uvig_190998: 38,067-47,403 (+)

59 60 61 62

uvig_559851: 42,532-51,068 (+)

64 68

MGV-GENOME-0310881: 41,474-50,216 (+)

67 69 70 71

MGV-GENOME-0319732: 37,924-47,571 (+)

61 65

uvig_462575: 41,279-51,110 (+)

65 DNA methyltransferase (CDS_0066) 70 71

IMGVR_UViG_3300045988_059205|3300045988|Ga0495776_114329: 41,864-52,386 (+)

68 69 70 71 75

MGV-GENOME-0314566: 41,238-50,649 (+)

69 70 73 74

uvig_199027: 40,320-49,770 (+)

66 67 71

Han_2018_ERR1398174_NODE_185_length_63003_cov_6.760580: 52,691-63,002 (+)

72 78 79 82

IMGVR_UViG_3300014767_000003|3300014767|Ga0134506_100086: 42,825-51,894 (+)

74

uvig_383513: 44,207-53,098 (+)

72

MGV-GENOME-0266320: 28,317-39,479 (+)

40 41 42 43 48 49

uvig_584097: 41,814-52,130 (+)

72 73 74 77

IMGVR_UViG_3300023499_000298|3300023499|Ga0257052_100356|404-52161: 42,525-51,757 (+)

71 72 73

IMGVR_UViG_3300045988_057550|3300045988|Ga0495776_078355: 43,090-51,547 (+)

64 68 69 70

MGV-GENOME-0251720: 27,402-36,939 (+)

46 47

OTU_1026: 43,092-51,344 (+)

73 74

OTU_1067: 42,600-50,254 (+)

68 69

OTU_1055: 42,655-50,684 (+)

68

MGV-GENOME-0315088: 41,628-51,942 (+)

69 70 71 72

uvig_452667: 41,343-52,106 (+)

66 67 68 69 70 75 76

uvig_523671: 43,179-52,470 (+)

71 72 73

IMGVR_UViG_3300045988_055354|3300045988|Ga0495776_165703: 41,853-51,641 (+)

70 71 72 76 77

MGV-GENOME-0288463: 36,173-43,930 (+)

60 61

IMGVR_UViG_3300045988_065929|3300045988|Ga0495776_113297: 46,088-55,075 (+)

81 82 83 84

IMGVR_UViG_3300045988_058913|3300045988|Ga0495776_057778: 42,830-53,204 (+)

69 70 71

MGV-GENOME-0296527: 35,778-45,667 (+)

57 58 59 60

MGV-GENOME-0299255: 33,641-43,616 (+)

54 55 56 57

MGV-GENOME-0314252: 41,740-51,478 (+)

70 71 72

IMGVR_UViG_3300045988_031301|3300045988|Ga0495776_170382: 40,680-50,167 (+)

69

uvig_1068: 42,958-51,215 (+)

77 78

MGV-GENOME-0279850: 34,212-42,198 (+)

56 57 58

IMGVR_UViG_3300014573_000068|3300014573|Ga0134423_1000202: 42,585-51,082 (+)

69 70

MGV-GENOME-0304868: 39,561-48,141 (+)

67 68

MGV-GENOME-0315126: 42,177-51,960 (+)

70 71 72

MGV-GENOME-0284172: 35,030-43,012 (+)

59 60

MGV-GENOME-0282239: 34,610-42,684 (+)

59 60

MGV-GENOME-0304118: 39,468-47,901 (+)

67 68

MGV-GENOME-0282570: 34,946-42,746 (+)

59 60 61

MGV-GENOME-0316552: 43,204-52,578 (+)

73 74

IMGVR_UViG_3300008716_000096|3300008716|Ga0113874_100449: 41,580-50,930 (+)

62 67 68

IMGVR_UViG_3300023489_000222|3300023489|Ga0257030_100059|271-53283: 44,014-53,012 (+)

70 71 72

MGV-GENOME-0310372: 36,708-46,418 (+)

59 60 61

MGV-GENOME-0294972: 35,119-45,294 (+)

57 58 59

MGV-GENOME-0310850: 39,952-50,202 (+)

68 69 70

uvig_434784_: 53,588-63,313 (+)

78 82 83 84 85

MGV-GENOME-0334195: 36,133-46,039 (+)

59 60 61

uvig_211002: 35,290-45,640 (+)

49 54 55 56 60

MGV-GENOME-0299947: 30,641-41,863 (+)

42 43 44 50 51 52

OTU_1070: 41,579-50,211 (+)

69

uvig_234158: 28,953-38,527 (+)

49 50

MGV-GENOME-0291106: 34,209-44,533 (+)

57 58 59

uvig_494903: 46,423-55,738 (+)

70 73 74

uvig_98364: 51,236-59,333 (+); 1-2,079 (+)

terminase large subunit (CDS_0001) head-tail adaptor (CDS_0002)85 86

uvig_399126: 47,411-55,514 (+); 1-2,079 (+)

78 79 80

uvig_100331: 51,113-59,182 (+); 1-2,079 (+)

85 86 87

uvig_204856: 50,583-58,234 (+); 1-2,079 (+)

82 83 84

MGV-GENOME-0322662: 40,885-48,987 (+)

69 70 71

MGV-GENOME-0294619: 37,204-45,302 (+)

61 62

MGV-GENOME-0288373: 36,265-43,908 (+)

62 63

MGV-GENOME-0282259: 31,964-39,600 (+)

54 55

IMGVR_UViG_3300045988_060032|3300045988|Ga0495776_077573: 44,706-53,682 (+)

76 77 78

uvig_553570: 38,971-47,434 (+)

64 65 66

OTU_1061: 43,326-50,449 (+)

74 75

uvig_379147: 44,521-52,166 (+)

73 74

MGV-GENOME-0288246: 36,252-43,878 (+)

59 60

uvig_96801: 46,279-54,369 (+)

73 74

uvig_245440: 45,837-53,294 (+)

79 80

IMGVR_UViG_3300029103_000008|3300029103|Ga0169220_100215: 44,544-52,581 (+)

74 75 76

uvig_319666: 41,972-50,236 (+)

69 70 71

MGV-GENOME-0309658: 35,768-43,241 (+)

59 60

uvig_290998: 45,298-53,727 (+)

81 82 83

MGV-GENOME-0325813: 42,277-50,702 (+)

70 71

MGV-GENOME-0317184: 37,143-45,708 (+)

61 62

MGV-GENOME-0316016: 43,102-52,347 (+)

70 71 72 73

uvig_295903: 50,032-58,443 (+)

83 84

IMGVR_UViG_3300045988_052623|3300045988|Ga0495776_077564: 45,255-53,666 (+)

77 78 79

uvig_76472: 42,300-50,422 (+)

68 69

MGV-GENOME-0259107: 30,676-38,286 (+)

56 57

uvig_139186: 44,977-52,916 (+)

73 74

MGV-GENOME-0318417: 45,453-53,398 (+)

79 80

uvig_242478: 46,120-54,045 (+)

78 79

IMGVR_UViG_3300045988_058975|3300045988|Ga0495776_169475: 47,214-55,142 (+)

80 81

uvig_556929: 55,298-63,257 (+); 1-2,079 (+)

84 85

uvig_289289: 46,487-54,591 (+)

79 80

MGV-GENOME-0297473: 38,538-45,976 (+)

65 66

uvig_253574: 44,026-52,107 (+)

75 76

MGV-GENOME-0288673: 35,018-42,466 (+)

58 59

IMGVR_UViG_3300045988_069248|3300045988|Ga0495776_093658: 46,400-54,380 (+)

78 79

MGV-GENOME-0320430: 48,131-54,380 (+)

78 79

MGV-GENOME-0318872: 45,662-53,618 (+)

81 82

IMGVR_UViG_3300045988_050774|3300045988|Ga0495776_171079: 40,432-48,411 (+)

65 66

MGV-GENOME-0289240: 36,139-44,107 (+)

61 62

IMGVR_UViG_3300045988_053928|3300045988|Ga0495776_177631: 45,791-53,113 (+)

70 74 75 76 77

MGV-GENOME-0314677: 45,038-51,397 (+)

76 77

uvig_294888: 45,681-53,172 (+)

81 82

IMGVR_UViG_3300045988_077790|3300045988|Ga0495776_057480: 45,451-52,955 (+)

73 74

MGV-GENOME-0292208: 36,958-44,778 (+)

63 64

IMGVR_UViG_3300045988_058701|3300045988|Ga0495776_183732: 40,518-48,529 (+)

64 65 66

MGV-GENOME-0337347: 46,501-55,712 (+)

79 80 81 82

MGV-GENOME-0289117: 34,655-44,080 (+)

59 60 61

MGV-GENOME-0264245: 30,390-39,197 (+)

51 52 55

uvig_391152: 66,000-74,182 (+)

88 94

MGV-GENOME-0312555: 38,618-48,216 (+)

63 64 65 66

IMGVR_UViG_3300045988_062619|3300045988|Ga0495776_159214: 38,618-48,216 (+)

63 64 65 66

MGV-GENOME-0303405: 35,322-45,408 (+)

58 59 60 61

uvig_293124: 55,431-64,931 (+)

85 86 87

MGV-GENOME-0263463: 30,252-39,060 (+)

49

IMGVR_UViG_3300045988_060026|3300045988|Ga0495776_057510: 43,594-52,985 (+)

73 74

uvig_471719: 48,493-59,891 (+)

76 77 78 79 80 81 82

IMGVR_UViG_3300045988_050601|3300045988|Ga0495776_077485: 42,170-53,568 (+)

70 71 72 73 74 75 76

MGV-GENOME-0318774: 41,686-53,568 (+)

70 71 72 73 74 75 76

uvig_284266: 31,238-44,618 (-)

4647484956

IMGVR_UViG_3300045988_070527|3300045988|Ga0495776_058208: 42,232-50,891 (+)

69 70 71

uvig_291943: 42,188-50,847 (+)

69 70 71

IMGVR_UViG_2843288022_000002|2843288022|2843288022|461173-510180: 40,478-49,007 (+)

67 68 69

uvig_406004: 46,154-56,200 (+)

74 75

uvig_215444: 27,440-37,385 (+)

50 51

MGV-GENOME-0317984: 43,687-53,206 (+)

72 76

uvig_463628: 44,227-53,067 (+)

73 74

MGV-GENOME-0327219: 38,572-48,716 (+)

62 63 66

uvig_243571: 48,348-57,861 (+)

76 77

IMGVR_UViG_3300029566_000344|3300029566|Ga0244934_100364|3973-54466: 40,503-50,405 (+)

72 73

IMGVR_UViG_3300045988_055365|3300045988|Ga0495776_000322: 43,187-52,630 (+)

72

uvig_246709: 45,669-55,845 (+)

72 73 74

uvig_254910: 30,610-40,608 (+)

47 48 49

MGV-GENOME-0321831: 44,600-53,069 (+)

75 76

MGV-GENOME-0288478: 35,420-43,933 (+)

59 60

IMGVR_UViG_3300045988_055359|3300045988|Ga0495776_057710: 44,695-53,206 (+)

75 76

IMGVR_UViG_3300045988_058926|3300045988|Ga0495776_077421: 44,031-53,499 (+)

74 75

MGV-GENOME-0304393: 34,860-44,347 (+)

61 62

uvig_255099: 42,836-52,295 (+)

68 69

uvig_294809: 41,313-50,971 (+); 1-1,839 (+)

66

IMGVR_UViG_3300045988_068311|3300045988|Ga0495776_029622: 37,583-47,253 (+)

61

IMGVR_UViG_3300045988_062895|3300045988|Ga0495776_057354: 42,827-52,726 (+)

73 74 75 76

MGV-GENOME-0255568: 27,899-37,597 (+)

46 47

IMGVR_UViG_3300045988_072733|3300045988|Ga0495776_130378: 28,874-39,684 (-)

4243445051

MGV-GENOME-0328387: 42,282-53,088 (+)

71 72 73

uvig_154857: 42,255-51,953 (+)

62 67 68 69

IMGVR_UViG_3300029621_000362|3300029621|Ga0245126_1000259|29806-81637: 41,277-51,271 (+)

61 67

MGV-GENOME-0320410: 41,830-46,983 (+)

65 66 67

SAMEA2737662_a1_ct37984_vs1: 45,986-55,199 (+)

67 68 69 70 71

MGV-GENOME-0315240: 40,145-48,618 (+)

64 65 66

uvig_255049: 36,041-45,280 (+)

60 61 62 63 64 65

SRS018936_a1_ct11218_vs01: 43,302-52,699 (+)

72 73 74 75
terminase small subunit (CDS_0076)

77

MGV-GENOME-0326754: 34,707-44,353 (+)

51
DNA methyltransferase (CDS_0052)

55 56

uvig_397355: 51,516-62,142 (+)

79 80 81 82 83 84 85

5000 nt

connector head and packaging other unknown function


