
MGV-GENOME-0313790: 29,077-33,412 (+)

35

MTase_II_00107 Type (CDS_0036)
37

38 39 40 41 42 43

uvig_518375: 28,910-34,799 (+)

MTase_II_00107 Type (CDS_0037)
38

39 DNA methyltransferase (CDS_0044)

OTU_1026: 28,952-34,822 (+)

MTase_II_00107 Type (CDS_0037)
38

39 40 41 45

MTase_II_00048 Type (CDS_0046)
47

48 49

MGV-GENOME-0317984: 28,803-35,640 (+)

38 39 40 41 46

uvig_494903: 32,813-39,655 (+)

MTase_II_00107 Type (CDS_0040)
41 42 43

uvig_298052: 21,667-35,072 (+)

25
Avd protein of DGR (CDS_0026)

27 28
MTase_II_00107 Type (CDS_0030)

31 32 33

uvig_289289: 29,711-36,589 (+)

MTase_II_00107 Type (CDS_0038)
39 40 41 48

IMGVR_UViG_3300045988_055354|3300045988|Ga0495776_165703: 26,957-33,804 (+)

MTase_II_00107 Type (CDS_0035)
36 37 38

IMGVR_UViG_3300014767_000003|3300014767|Ga0134506_100086: 28,941-33,525 (+)

MTase_II_00107 Type (CDS_0036)
37 38 39

uvig_293124: 40,508-47,383 (+)

MTase_II_00107 Type (CDS_0049)
50 51 52

uvig_127924: 14,494-22,256 (-)

27283334394041
MTase_II_00107 Type (CDS_0042)

uvig_1068: 29,445-33,775 (+)

MTase_II_00107 Type (CDS_0039)
40 41 42

uvig_406004: 31,491-36,094 (+)

37 38 39 40 DNA methyltransferase

uvig_263635: 14,834-21,867 (-)

3637

uvig_561902: 27,956-34,966 (+)

39 40

uvig_493756: 13,570-20,578 (-)

313234

IMGVR_UViG_3300045988_078798|3300045988|Ga0495776_151875: 30,175-37,196 (+)

42 43 44

OTU_1431: 28,929-35,945 (+)

41 42

uvig_277221: 905-7,919 (+)

7 8

uvig_121129: 12,867-19,876 (-)

3233

MGV-GENOME-0315088: 28,991-34,465 (+)

41

uvig_553570: 24,010-31,020 (+)

33 34

uvig_202761: 22,792-29,802 (+)

31 32

uvig_118159: 329-7,341 (+)

6 7

uvig_33143: 10,780-17,796 (-)

2627

MGV-GENOME-0274182: 28,932-35,949 (+)

41 42

IMGVR_UViG_3300045988_081865|3300045988|Ga0495776_097295: 24,719-31,733 (+)

35 36

OTU_965: 30,771-37,786 (+)

40 43 44

uvig_302511: 7,916-13,006 (-)

24

uvig_186793: 1,144-6,257 (+)

7

IMGVR_UViG_3300045988_068900|3300045988|Ga0495776_113321: 31,011-37,812 (+)

43 DNA methyltransferase (CDS_0044)

uvig_101416: 11,719-17,482 (-)

2228

uvig_392313: 10,018-16,883 (-)

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0024)

MGV-GENOME-0277222: 18,727-25,678 (+)

tail protein (CDS_0021)
tail fiber protein (CDS_0022)

28

uvig_556929: 38,988-45,790 (+)

DNA methyltransferase (CDS_0048)
DNA methyltransferase (CDS_0049)

MGV-GENOME-0305195: 28,946-35,857 (+)

DNA methyltransferase (CDS_0041) 42 DNA methyltransferase (CDS_0043)

uvig_68020: 115-7,022 (+)

6
DNA methyltransferase (CDS_0007)

DNA methyltransferase (CDS_0008)

MGV-GENOME-0286415: 18,695-27,110 (+)

tail fiber protein (CDS_0022) 28 29

uvig_207909: 18,704-27,250 (+)

28 29

MGV-GENOME-0288463: 18,719-27,597 (+)

tail fiber protein (CDS_0022) 28

MGV-GENOME-0288246: 18,704-27,986 (+)

28 29

uvig_109979: 14,392-22,051 (-)

323536

IMGVR_UViG_3300045988_057550|3300045988|Ga0495776_078355: 28,917-36,576 (+)

40 41

uvig_383056: 30,423-38,116 (+)

43 44

MGV-GENOME-0296527: 17,546-28,529 (+)

20 21 22 28 29

IMGVR_UViG_3300045988_077790|3300045988|Ga0495776_057480: 28,921-35,041 (+)

MTase_II_00107 Type (CDS_0037)
38

IMGVR_UViG_3300045988_065679|3300045988|Ga0495776_114352: 28,937-35,709 (+)

41 42

IMGVR_UViG_3300045988_056212|3300045988|Ga0495776_114443: 29,042-35,802 (+)

41

uvig_525524: 14,159-20,945 (-)

3334

MGV-GENOME-0310850: 25,857-32,634 (+)

39

OTU_1040: 28,932-35,701 (+)

41 42

uvig_299944: 15,275-22,045 (-)

3536

uvig_139186: 29,158-35,977 (+)

41 42

uvig_45490: 10,798-17,545 (-)

26
DNA methyltransferase (CDS_0027)

28

OTU_1051: 28,971-35,721 (+)

41 42

MGV-GENOME-0321531: 29,837-35,616 (+)

41 42

IMGVR_UViG_3300045988_074418|3300045988|Ga0495776_177738: 28,875-35,616 (+)

41 42

uvig_391152: 50,706-57,872 (+)

56
57 61 62

uvig_399017: 25,446-33,249 (+)

37 38

uvig_204856: 35,392-42,253 (+)

45 DNA methyltransferase (CDS_0049)
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0050)

MGV-GENOME-0266815: 15,162-22,958 (+)

17 23 24

IMGVR_UViG_2849839919_000003|2849839919|2849839956|60459-113484: 30,966-36,907 (+)

41 DNA methyltransferase (CDS_0042)

uvig_168226: 38-6,842 (+)

6
DNA methyltransferase (CDS_0007)

DNA methyltransferase (CDS_0008)

MGV-GENOME-0292208: 22,089-28,908 (+)

30
DNA methyltransferase (CDS_0031)

DNA methyltransferase (CDS_0032)

IMGVR_UViG_3300014573_000068|3300014573|Ga0134423_1000202: 27,578-34,380 (+)

37 DNA methyltransferase (CDS_0038)

MGV-GENOME-0282570: 17,582-26,594 (+)

21 27
DNA methyltransferase (CDS_0028)

DNA methyltransferase (CDS_0029)

MGV-GENOME-0284172: 18,704-26,964 (+)

tail fiber protein (CDS_0022) 28 29

IMGVR_UViG_3300045988_072733|3300045988|Ga0495776_130378: 45,484-51,370 (-)

DNA methyltransferase (CDS_0070)7172

MGV-GENOME-0328387: 30,596-36,482 (+)

43 44 DNA methyltransferase (CDS_0045)

uvig_167889: 3,277-10,405 (+)

9 DNA methyltransferase (CDS_0010)

uvig_37829: 13,792-20,594 (-)

33
DNA methyltransferase (CDS_0034)

35

uvig_463628: 29,193-36,393 (+)

42 DNA methyltransferase (CDS_0043)

uvig_203336: 2,064-9,070 (+)

4 9 10

MGV-GENOME-0287360: 17,566-26,446 (+)

tail protein (CDS_0021) 28 29

uvig_388996: 13,935-21,668 (-)

3334

MGV-GENOME-0314677: 29,212-34,974 (+)

41 46 47

uvig_377191: 10,780-16,958 (-)

2627
DNA methyltransferase (CDS_0028)

29

uvig_31262: 682-6,839 (+)

8

DNA methyltransferase (CDS_0009)
DNA methyltransferase (CDS_0010)

11

uvig_331321: 909-7,786 (+)

DNA methyltransferase (CDS_0008)

phosphoheptose isomerase (CDS_0009)
DNA methyltransferase (CDS_0010)

11 12

uvig_98364: 36,608-43,017 (+)

52

DNA methyltransferase (CDS_0053)
DNA methyltransferase (CDS_0054)

55

uvig_540069: 30,314-37,407 (+)

DNA methyltransferase (CDS_0045)

phosphoheptose isomerase (CDS_0046)
DNA methyltransferase (CDS_0047)

48 49

uvig_9281: 3,967-10,124 (+)

10 11 12

MGV-GENOME-0277320: 19,380-25,791 (+)

28 29 30

IMGVR_UViG_3300045988_061714|3300045988|Ga0495776_068894: 27,989-33,996 (+)

phosphoheptose isomerase (CDS_0041)
DNA methyltransferase (CDS_0042)

43 44

uvig_88579: 1,357-7,515 (+)

8
DNA methyltransferase (CDS_0009)

10

MGV-GENOME-0282239: 20,368-26,775 (+)

28
DNA methyltransferase (CDS_0029)

30

uvig_231486: 29,011-36,106 (+)

DNA methyltransferase (CDS_0042) 43

phosphoheptose isomerase (CDS_0044)
DNA methyltransferase (CDS_0045)

46

OTU_1088: 28,928-34,686 (+)

40 43

uvig_36147: 1,143-7,644 (+)

8
DNA methyltransferase (CDS_0009)

10 11 16

uvig_452667: 28,426-35,180 (+)

39
DNA methyltransferase (CDS_0040)

41

uvig_155983: 14,303-21,461 (-)

33
MTase_II_00048 Type (CDS_0034)

35

MGV-GENOME-0283961: 22,063-28,087 (+)

32
MTase_II_00048 Type (CDS_0033)

34

uvig_54631: 11,057-19,725 (-)

2728
DNA methyltransferase (CDS_0029)

303536

uvig_518382: 3,353-10,897 (+)

11 12

uvig_67149: 13,161-20,372 (-)

3031

uvig_305195: 31,983-39,437 (+)

44 DNA methyltransferase (CDS_0045) 50 51

uvig_319666: 25,857-33,414 (+)

36 DNA methyltransferase (CDS_0037) 39

MGV-GENOME-0304868: 24,310-31,763 (+)

32 34 DNA methyltransferase (CDS_0035)

uvig_96801: 30,809-38,813 (+)

45

MGV-GENOME-0281388: 19,466-27,479 (+)

27 30

uvig_62390: 11,706-19,470 (-)

27

IMGVR_UViG_3300045988_062641|3300045988|Ga0495776_134418: 25,784-33,583 (+)

37

MGV-GENOME-0279850: 19,429-27,434 (+)

27 28 30

IMGVR_UViG_3300045988_039929|3300045988|Ga0495776_134108: 30,770-38,427 (+)

43 44

uvig_253574: 28,672-35,034 (+)

42 43

IMGVR_UViG_3300045988_055359|3300045988|Ga0495776_057710: 30,457-36,816 (+)

46

MGV-GENOME-0316863: 30,316-36,678 (+)

45

uvig_571557: 24,991-31,356 (+)

35 36

MGV-GENOME-0316365: 29,285-35,648 (+)

42 43

MGV-GENOME-0263961: 10,988-22,267 (+)

tail length tape measure protein (CDS_0014) 15 16 22 23

uvig_44220_: 13,872-20,702 (-)

DNA methyltransferase (CDS_0033)34

uvig_245440: 30,147-36,516 (+)

45 DNA methyltransferase (CDS_0046)

uvig_495963: 2,776-9,725 (+)

8 DNA methyltransferase (CDS_0009)

uvig_499859: 13,159-19,989 (-)

DNA methyltransferase (CDS_0031)32

uvig_182062: 20,836-27,670 (+)

29
DNA methyltransferase (CDS_0030)

31

IMGVR_UViG_3300045988_053928|3300045988|Ga0495776_177631: 28,670-35,498 (+)

36 41 42 43

MGV-GENOME-0288478: 18,410-27,539 (+)

23 29 DNA methyltransferase (CDS_0030)

uvig_361290: 14,323-21,086 (-)

343637

OTU_1193: 28,919-34,678 (+)

39 40 DNA methyltransferase (CDS_0044)

uvig_284266: 50,723-63,259 (-)

phosphofructokinase (CDS_0078)
vanH_gen-NCBIFAM D-lactate dehydrogenase VanH (NF000492.1) (CDS_0079)

80818283

5000 nt

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other tail transcription regulation unknown function defence (DefenseFinder)

defence (PADLOC) AMR (AMRFinderPlus) tRNA pseudogene


