
IMGVR_UViG_3300045988_072733|3300045988|Ga0495776_130378: 32,600-42,383 (+)

41 42 43 44 45 46 47 48 49 50 51 52 53 54
endonuclease (CDS_0055)

56

MGV-GENOME-0328387: 39,583-49,366 (-)

646566

MGV-GENOME-0264245: 25,019-34,215 (-)

394041

IMGVR_UViG_3300023489_000222|3300023489|Ga0257030_100059|271-53283: 39,951-49,180 (-)

60616268

uvig_121129: 2,149-10,134 (+)

7 8 11 12 13

MGV-GENOME-0316552: 38,267-46,051 (-)

6162

IMGVR_UViG_3300008716_000096|3300008716|Ga0113874_100449: 36,643-43,528 (-)

5556

uvig_383426: 38,406-45,994 (-)

59606263

uvig_45490: 724-8,065 (+)

7

uvig_88579: 9,595-16,891 (-)

2728

IMGVR_UViG_3300045988_055354|3300045988|Ga0495776_165703: 37,757-45,706 (-)

626364

MGV-GENOME-0334195: 32,076-40,212 (-)

50515254

uvig_155983: 4,577-12,376 (+)

12 15 16

uvig_561902: 37,699-46,887 (-)

596061

MGV-GENOME-0279850: 29,167-38,358 (-)

4647

OTU_1051: 38,498-47,936 (-)

616263

uvig_64091: 2,982-10,875 (+)

12 13 14

IMGVR_UViG_3300045988_047893|3300045988|Ga0495776_000328: 38,677-46,784 (-)

616263

uvig_18106: 9,671-17,764 (-)

2526

MGV-GENOME-0299947: 27,942-35,835 (-)

4344

IMGVR_UViG_3300029621_000362|3300029621|Ga0245126_1000259|29806-81637: 38,578-48,001 (-)

60616267

MGV-GENOME-0286415: 31,032-40,016 (-)

495259

uvig_391152: 60,602-70,343 (-)

81828388

MGV-GENOME-0294619: 31,376-41,026 (-)

4346495051

IMGVR_UViG_3300014767_000003|3300014767|Ga0134506_100086: 38,729-47,392 (-)

646566

MGV-GENOME-0268109: 25,819-34,281 (-)

373839

IMGVR_UViG_3300045988_062895|3300045988|Ga0495776_057354: 38,728-46,498 (-)

656667

IMGVR_UViG_3300045988_058701|3300045988|Ga0495776_183732: 34,684-42,841 (-)

52

MGV-GENOME-0255986: 23,625-32,091 (-)

3536

IMGVR_UViG_3300045988_055365|3300045988|Ga0495776_000322: 39,091-48,913 (-)

63646572

IMGVR_UViG_3300045988_046304|3300045988|Ga0495776_158038: 36,609-46,376 (-)

565758

MGV-GENOME-0291696: 29,368-37,006 (-)

414243

MGV-GENOME-0320430: 40,254-48,721 (-)

646566DNA methyltransferase (CDS_0071)

MGV-GENOME-0317602: 38,009-46,938 (-)

616263

IMGVR_UViG_3300045988_050774|3300045988|Ga0495776_171079: 35,090-44,570 (-)

55

uvig_559851: 38,475-50,508 (-)

5960616869
terminase small subunit

uvig_594166: 38,885-45,990 (-)

62

MGV-GENOME-0319732: 34,401-42,067 (-)

52

MGV-GENOME-0327219: 35,050-42,950 (-)

53

uvig_215444: 23,455-31,807 (-)

4243

uvig_284266: 38,962-48,236 (+)

55 56 61 transcriptional regulator (CDS_0062)

MGV-GENOME-0283961: 29,554-39,178 (-)

5051

uvig_437260: 48,464-56,777 (-)

6869

IMGVR_UViG_3300045988_060023|3300045988|Ga0495776_057372: 39,239-46,750 (-)

6162

IMGVR_UViG_3300023487_000211|3300023487|Ga0257042_100072|10530-62572: 38,056-47,769 (-)

58596061

uvig_380383: 36,256-46,203 (-)

53545556

OTU_1067: 38,031-48,051 (-)

59606162

MGV-GENOME-0277222: 27,948-37,862 (-)

endonuclease (CDS_0043)474849

uvig_1068: 37,775-47,373 (-)

656667

MGV-GENOME-0296740: 31,896-41,957 (-)

484950

OTU_1070: 37,406-46,751 (-)

616263

MGV-GENOME-0285935: 25,916-35,668 (-)

414243

MGV-GENOME-0282259: 26,304-35,786 (-)

424344

MGV-GENOME-0304118: 34,350-44,128 (-)

555657

IMGVR_UViG_3300045988_124323|3300045988|Ga0495776_155965: 52,907-61,150 (-)

717273

MGV-GENOME-0251720: 23,317-31,390 (-)

373839

uvig_414497: 3,498-11,172 (+)

13 14 15

uvig_101416: 1,668-9,269 (+)

8 9

IMGVR_UViG_3300014571_000151|3300014571|Ga0134369_100279|2600-53914: 35,359-44,129 (-)

57585960

MGV-GENOME-0310372: 32,276-40,561 (-)

50515253

OTU_1193: 37,406-46,839 (-)

616263

uvig_109979: 4,099-12,311 (+)

15 16

IMGVR_UViG_3300045988_057550|3300045988|Ga0495776_078355: 38,657-46,869 (-)

606162

uvig_452667: 36,911-45,122 (-)

57585960

uvig_49960: 10,647-17,022 (-)

24252629

uvig_327431: 477-9,022 (+)

9 10

uvig_139186: 38,756-47,298 (-)

606162

MGV-GENOME-0259107: 24,452-33,197 (-)

424344

IMGVR_UViG_3300045988_043292|3300045988|Ga0495776_158952: 36,611-46,454 (-)

606162

uvig_245440: 39,616-49,469 (-)

666768

MGV-GENOME-0309658: 29,774-39,413 (-)

474849

MGV-GENOME-0317184: 30,982-39,464 (-)

474849

MGV-GENOME-0317863: 39,461-49,342 (-)

697071

MGV-GENOME-0326754: 31,497-39,183 (-)

4651

uvig_553570: 33,290-42,797 (-)

525354

uvig_202761: 32,900-41,958 (-)

515253

IMGVR_UViG_2840734889_000003|2840734889|2840734903|22695-73441: 38,548-47,561 (-)

59606168

uvig_57407: 3,619-12,153 (+)

13 14 15 16

MGV-GENOME-0295475: 31,935-41,681 (-)

49505152

MGV-GENOME-0282239: 28,855-38,857 (-)

47484950

MGV-GENOME-0291325: 27,241-37,414 (-)

43444546

MGV-GENOME-0287360: 29,176-38,987 (-)

48495051

OTU_936: 40,302-50,201 (-)

61626364

uvig_190998: 32,535-42,338 (-)

47484950

uvig_383513: 39,689-49,385 (-)

63646566

uvig_234158: 24,434-34,686 (-)

40414243

uvig_203336: 11,800-20,306 (-)

29303132

MGV-GENOME-0296527: 31,259-39,569 (-)

48495051

uvig_377191: 98-8,700 (+)

7 8 9

uvig_62390: 1,591-9,974 (+)

8 9 10 11

MGV-GENOME-0291106: 29,691-38,560 (-)

47484950

IMGVR_UViG_3300045988_056212|3300045988|Ga0495776_114443: 38,072-48,698 (-)

61626364

MGV-GENOME-0266815: 25,228-35,854 (-)

43444546

IMGVR_UViG_3300045988_046401|3300045988|Ga0495776_165445: 35,203-45,340 (-)

5255565758

uvig_305195: 42,865-51,854 (-)

65666770

uvig_200608: 43,057-51,923 (-)

71

MGV-GENOME-0304868: 35,210-44,683 (-)

58

MGV-GENOME-0282570: 30,601-38,480 (-)

52

OTU_1026: 39,635-48,912 (-)

69

uvig_434784_: 50,366-59,839 (-)

7885

uvig_211002: 32,047-41,461 (-)

49

uvig_54631: 1,346-8,152 (+)

6

uvig_31262: 9,741-16,554 (-)

32

uvig_49669: 32,387-41,783 (+)

44 50 51 52

MGV-GENOME-0318774: 37,983-47,556 (-)

596061

MGV-GENOME-0310881: 35,529-45,765 (-)

4951575859

IMGVR_UViG_3300045988_065929|3300045988|Ga0495776_113297: 40,683-48,736 (-)

676869

MGV-GENOME-0314566: 37,051-44,910 (-)

596061

IMGVR_UViG_3300045988_050601|3300045988|Ga0495776_077485: 37,983-46,554 (-)

596061

uvig_199027: 36,131-43,989 (-)

565758

uvig_584097: 37,623-45,482 (-)

626364

uvig_465149: 4,972-14,193 (+)

16 17 18 19

MGV-GENOME-0304393: 30,010-39,227 (-)

5051525354

uvig_292549: 31,018-40,235 (-)

5051525354

uvig_240462: 4,508-13,314 (+)

15 16 17 18

uvig_68020: 9,798-17,173 (-)

27293031

MGV-GENOME-0316016: 36,159-45,750 (-)

5152575859

IMGVR_UViG_3300023499_000298|3300023499|Ga0257052_100356|404-52161: 35,198-45,173 (-)

58596061

SRS018936_a1_ct11218_vs01: 36,919-45,953 (-)

60

uvig_154857: 40,245-48,604 (-)

616263

uvig_392313: 2,423-7,827 (+)

4 5 6 7

uvig_95945: 129-5,215 (+)

1

uvig_167889: 12,675-18,185 (-)

27282930

IMGVR_UViG_3300045988_036391|3300045988|Ga0495776_047373: 37,805-42,466 (-)

5859

MGV-GENOME-0320410: 34,560-38,885 (-)

53

uvig_39011: 1,567-7,185 (+)

5 6 7 8

uvig_38588: 3,352-12,867 (+)

13 14 15 16 21 22 23 24

uvig_492684: 140-9,881 (+)

6 7 8 9 10

IMGVR_UViG_3300045988_031301|3300045988|Ga0495776_170382: 34,652-43,649 (-)

485556

SAMEA2737662_a1_ct37984_vs1: 41,075-49,494 (-)

5557

uvig_255049: 30,518-38,937 (-)

4548

MGV-GENOME-0315240: 37,426-44,329 (-)

54565758

uvig_63037: 3,230-9,141 (+)

6 7 8 9 15

uvig_272229: 9,531-14,908 (-)

26272829

4000 nt

DNA, RNA and nucleotide metabolism head and packaging other transcription regulation unknown function


