RM_Type_ll_Type_ll_MTases_FAM_17 (CDS_0050)
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IMGVR_UViG_3300045988_047199|3300045988|Ga0495776_003189:25,295-34,503 (+); 1-3,880 (+)
RM_Type_|I_Type_ll_MTases_FAM_17 (CDS_0051)

dUTPase (CDS_0053)
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uvig_95591:25,295-34,503 (+); 1-3,880 (+)
RM_Type_ll_Type_lI_MTases_FAM_17 (CDS_0047)
434445 46 48 49 50 ParB-like partition nuclease (CDS_0054) 55 56
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MGV-GENOME-0237061:25,033-34,726 (+); 1-1,527 (+)
RM_Type_ll_Type_ll_MTases_FAM_17 (CDS_0047)
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IMGVR_UViG_3300045988_054439|3300045988|Ga0495776_003236: 25,033-34,726 (+); 1-1,527 (+)
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IMGVR_UViG_3300045988 071811|3300045988|Ga0495776_104545:25,007-31,505 (+)

DNA methyltransferase (CDS_0047)
43 44 45 46 48 49 50 51 52 53 ParB-like partition nuclease (CDS_0057) 58
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MGV-GENOME-0236044: 23,760-34,532 (+); 1-2,817 (+)
50
45 46 47 48 49T 51 52 53 ParB-like partition nuclease (CDS_0057) 58

uvig_253036:25,306-34,794 (+); 1-1,428 (+)
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MGV-GENOME-0233608: 25,438-34,029 (+); 1-1,428 (+)

MTase_l1_00048 Type (CDS_0050)
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MGV-GENOME-0242367: 23 833-35,554 (+); 1-2,817 (+)
MTase_|1_00048 Type (CDS_0049)
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uvig_330342:23,744-35,526 (+); 1-2,817 (+)
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IMGVR_UViG_3300045988_070715|3300045988|Ga0495776_103259: 23,806-33,668 (+)
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uvig_5388:25,037-32,155 (+)
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MGV-GENOME-0236967:26,920-32,908 (+)
44 45464748 49 50

IMGVR_UViG_3300045988_061016|3300045988|Ga0495776_001484:24,199-33,200 (+); 1-2,818 (+)
cysH_IV-B_1(CDS_0044) 4546 47 48

IMGVR_UViG_3300045988_042825|3300045988|Ga0495776_061231: 23,862-31,070 (+)
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MGV-GENOME-0227929:23,862-31,070 (+)
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uvig_329726:23,308-33,582 (+); 1-1,230 (+)
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IMGVR_UViG_3300045988_041322|3300045988|Ga0495776_002317:23,308-33,616 (+); 1-2,817 (+)
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uvig_255810: 24,936-34,283 (+); 1-3,881 (+)

48 51
43 4445464749 50 | 52 DNA helicase (CDS_0054) 58
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IMGVR_UViG_3300045988_047449|3300045988|Ga0495776_003177:24,682-34,428 (+); 1-2,818 (+)
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IMGVR_UViG_3300029840_000024|3300029840|Ga0245268_100884: 24,682-34,477 (+); 1-2,818 (+)
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MGV-GENOME-0215405: 23,687-30,729 (+); 1-1,428 (+)
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IMGVR_UViG_3300045988_057138|3300045988|Ga0495776_010146: 23,687-30,729 (+); 1-1,428 (+)
44 45

SRS013639_al _ct18529:23,959-29,075 (+)
DNA methyltransferase (CDS_0047)
43 44 45 46 48 49 50 51

MGV-GENOME-0232706: 23,942-33,852 (+); 1-2,839 (+)
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IMGVR_UViG_3300029620_000025|3300029620|Ga0245130_101081: 24,762-32,001 (+)

dUTPase (CDS_0045)
37 DNA methyltransferase (CDS_0042) 43 44 46

MGV-GENOME-0217545:21,758-29,380 (+)
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MGV-GENOME-0221572: 23,838-30,078 (+)
44 45 46 47 48 53

IMGVR UViG_3300045988 052456|3300045988\GaO495776 002351:24,782-33,765 (+); 1-2,817 (+

nucleoside 2-deoxyribosyltransferase (CDS_0046)
DNA methyltransferase (CDS_0041) 424344 45 47
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4041 42 43 44 45 46

\MGVR UViG_3300045988_042974|3300045988|Ga0495776_079371:22,226-30,506 (+)
5000 nt {
DNA, RNA and nucleotide metabolism head and packaging other unknown function defence (DefenseFinder) defence (PADLOC)
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