
uvig_256783: 26,048-31,551 (+)

31
replisome organizer (CDS_0032)

33 34 35 36 37 38 39 40 41 42
transcriptional regulator (CDS_0043)

44

uvig_254279: 23,036-29,420 (+)

phosphoadenosine phosphosulfate reductase (CDS_0030) 33 38

IMGVR_UViG_3300030319_000074|3300030319|Ga0244979_101070: 22,758-29,815 (+)

26 27 33 34

MGV-GENOME-0173766: 16,521-23,300 (+)

20 21 22 replisome organizer (CDS_0024) 28

uvig_449278: 32,225-38,060 (+)

43 44 transcriptional regulator (CDS_0050)

IMGVR_UViG_3300029382_000618|3300029382|Ga0243901_1000179|35-26195: 19,892-25,727 (+)

30 31

MGV-GENOME-0183261: 18,878-25,169 (+)

30 31 35 39

IMGVR_UViG_3300029374_000340|3300029374|Ga0243945_1000093|97707-124230: 18,504-26,091 (+)

28 29 30

uvig_383378: 23,304-29,488 (+)

27 28 29 33 35

MGV-GENOME-0203917: 20,829-26,467 (+)

DNA methyltransferase (CDS_0031)

IMGVR_UViG_3300045988_096856|3300045988|Ga0495776_161122: 24,739-31,558 (+)

31 33

uvig_442260_: 17,950-24,710 (+)

retron_type_VI_hth_cluster2_1 (CDS_0020) phosphoadenosine phosphosulfate reductase (CDS_0026)

uvig_255845: 19,030-25,484 (+)

25 30 31

MGV-GENOME-0140653: 11,413-18,926 (+)

phosphoadenosine phosphosulfate reductase (CDS_0025)
RusA-like Holliday junction resolvase (CDS_0026)

27 Lar-like restriction alleviation protein (CDS_0032)

MGV-GENOME-0205010: 21,034-28,438 (+)

35 36 42

3000 nt

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other transcription regulation unknown function defence (PADLOC)


