recombination directionality factor (CDS_0039)
transcriptional repressgr (CDS_0038)
32 33 34 35 36 37 | | 40 41 4243

NN N N SN BN NN SR S -
IMGVR_UViG_2795385824_000002|2795385824|2795445175:30,355-38,001 (+)
transcriptional repressor (CDS_0038) 42 43

8 1 ___1____§ | .| |]
TemPhD_cluster_55705: 30,536-38,440 (+)
transcriptional repressor (CDS_0039)

41 45 46

|

IMGVR_UVIG_2795385560_000001|2795385560|2795439272|61968-137333: 30,406-38,713 (+)
36 transcriptional repressor (CDS_0038)

| | & __§ [} |}
TemPhD_cluster_55766:30,491-37,414 (+)

tRNA-Ser(GCT)
38 39 T transcriptional repressor (CDS_0040)

I N N N A BN SO .
IMGVR _UVIG_ 2718218186 _000001|2718218186|2718228745(229681-305337:30,457-39,773 (+)
transcriptional repressor (CDS_0039)
38 T 43 44 DEDDh_LI_II_IV_V_VI_1 (CDS_0049)

I R S SN B SN S N
IMGVR _UVIG_2862088070_000001|2862088070|2862088077(177852-253314:31,465-40,330 (+)
HNH endonuclease (CDS_0041)
tail length tape measure protein (CDS?OO38—)( minor tail protein (CDS_0045)
39 40 4243 44 46 47 48 49 transcriptional repressor (CDS_0050)
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|
|
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|

. E————
IMGVR_UViG_2802428940_000005|2802428940|2802436233|49662-132106: 30,355-46,521 (+)

42 44
38 39 40 41| 43 [454647 48 49 50 transcriptional repressor (CDS_0051)

IMGVR_UViG_2795385742_000001|2795385742|2795443151|384837-468321: 30,535-46,719 (+)

42 44
38 39 40 41| 43 [454647 48 49 50 transcriptional repressor (CDS_0051)

IMGVR_UViG_2799113254_000003|2799113254(|2799248896|63837-146553: 30,355-46,245 (+)
42 44
38 39 40 41T 43 T454647 48 49  transcriptional repressor (CDS_0050)

IMGVR_UViG_2667528037_000002|2667528037|2667604761]11713-93631:30,472-44,345 (+)
42 44
38 39 40 41] 43 [454647 48 49

IMGVR_UViG_2795385714_000007|2795385714|2795442460|277532-361386: 30,455-43,837 (+)
43 45
39 40 41 42| 44 [464748 49 50 51

IMGVR_UVIiG_2795385756_000001|2795385756|2795443608|323412-409895: 31,166-46,407 (+)
43 45
39 40 41 42] 44 [464748 49 50 51 52 53 54 55 56 57 58

IMGVR_UViG_2795385890 000001|2795385890|2795446607: 31,166-49,661 (+)
DNA polymerase/primase (CDS_0044)
40
37 38 39 T41 4243 4546 47 48 49 50 transcriptional repressor (CDS_0051)

i
|
54

IMGVR_UViG_2802428982_000005|2802428982|2802438127|91-84016: 30,199-45,751 (+)

DNA polymerase/primase (CDS_0045)
41
38 39 4OT42 4344 4647 48 49 50 51

I N S
IMGVR UViG_2795386023 000008|2795386023|2795449514|12999-96376: 30,466-46,071 (+)
DNA polymerase/primase (CDS_0045)

41 HNH endonuclease (CDS_0050)
38 39 40 [424344 4647 48 49 [5152 53 54
I R S I S I e . L[ N |]
IMGVR UViG_2795385584 000001(2795385584|2795439825|215119-300451: 30,466-48 026( )
41 45 tail length tape measure protein (CDS_0049)
38 39 40T 42 43 44 T4647 48 50 51 52 transcriptional repressor (CDS_0053)

IMGVR UVIG_ 2684623133 OOOOOlI2684623133\2684693220|238575 -324808:30,461-49,487 (+)
45 tail length tape measure protein (CDS_0049)

38 39 40T 42 43 44 (4647 48 [ 50 51 52
I N I N B 1] | |]
IMGVR UVIG_2687453124 000001|2687453124|2687453522|238406-329263: 30,474-49,499 (+)
41 46 minor tail protein (CDS_0053) transcriptional repressor (CDS_0058)

38 39 40T42 4344 45 T 47 4849 50 51 tail length tape measure protein (CDS_0052)| 54 55 56 57

I
I
i
|
=
\
%

- e I S —
IMGVR_UViG_2799113197_000003|2799113197|2799247236|226530-318410: 30,355-54,467 (+)

41 46 minor tail protein (CDS_0053)
38 39 4QT42 4344 45 T 47 4849 50 51 tail length tape measure protein (CDS_0052)| 54 55 56 57

| I R e 1 [ | ]
IMGVR UVIG_2795385751 000004|2795385751(2795443426|203697-293632: 30.455-53 875 (+)
44
38 3940 41 4243 45 46 47 48 49 50

IMGVR_UViG_2795385700_000004|2795385700|2795442226|11118-95332: 30,466-46,908 (+)
1 2 3 4 5 67 8 9 10 11

IMGVR_UViG_2799113165_000002(2799113165|2799246510: 1-14,085 (+)
9000 nt i
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