
TemPhD_cluster_55766: 23,331-34,999 (+)
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endolysin (CDS_0025)

26

holin (CDS_0027)

28 29 30 31 32 33 34 35 36 37
transcriptional repressor (CDS_0038)

recombination directionality factor (CDS_0039)

IMGVR_UViG_2795385553_000005|2795385553|2795439124|222389-300179: 23,328-34,631 (+)

29 30 31 35 36

IMGVR_UViG_2795385742_000001|2795385742|2795443151|384837-468321: 23,360-34,721 (+)

29 30 31

TemPhD_cluster_55705: 23,362-35,732 (+)

29 30 31

IMGVR_UViG_2802428874_000001|2802428874|2802434700: 23,358-35,058 (+)

29 30 31 32

IMGVR_UViG_2795385957_000002|2795385957|2795448175|614952-690263: 23,378-36,119 (+)

29 30 31 32 38
tRNA-Ser(GCT)

transcriptional repressor (CDS_0039)

IMGVR_UViG_2795385714_000007|2795385714|2795442460|277532-361386: 23,358-33,951 (+)

29 30 31 32

IMGVR_UViG_2795385560_000001|2795385560|2795439272|61968-137333: 23,381-35,376 (+)

29 30 31 32

IMGVR_UViG_2795385756_000001|2795385756|2795443608|323412-409895: 23,376-34,773 (+)

29 30 31 32 33

IMGVR_UViG_2799113165_000002|2799113165|2799246510: 76,121-102,492 (+)

122 123 124 125 126 127 128
DNA invertase (CDS_0129)
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