exonuclease (CDS_0053)
54 5556 57 58 59 60 61 62 63 64 65 tRNA-Cys(GCA) 66

M — I |} -
IMGVR_UViG_3300045988_097671|3300045988|Ga0495776_028541:41,206-49,372 (+)

58 59 60 61 63
CX_raadarci—a-a oo Jpl
IMGVR_UVIiG_3300045988 099296|3300045988|Ga0495776_028495:41,246-49,345 (+)
46 47 DNAbinding protein (CDS_0048) 54 55 56 5758 1

EEE S R W —
MGV-GENOME-0308360: 39,956-49,335 (+); 1-1,602 (+)

54 55 57 58 59 60

N N . E— — - —
IMGVR_UViG_3300006477_000003|3300006477]Ga0100232_100207: 41,406-49,398 (+); 1-1,602 (+)
56 58 59

[ — . L e
IMGVR_UViG_3300007753_000002|3300007753|Ga0105778_100063: 41,281-49,499 (+); 1-1,602 (+)
54 56 57 58 59
N
- aaK @a—a@-a DD
W S — — - E——
IMGVR_UViG_3300007128_000004|3300007128|Ga0102725_100079:41,039-48,674 (+); 1-1,602 (+)
48 49 52 555 56 57

e — —
IMGVR_UViG_3300008136_000006|3300008136|Ga0113979_100385: 39,686-48,535 (+); 1-1,602 (+)
54 55 56

I | - I _—
IMGVR_UViG_7000000503_000040|7000000503|SRS053603_LANL _scaffold_5006: 39,597-48,450 (+)
49 56 57 58 59

— — —— s - — [N
IMGVR_UViG_3300008330_000002|3300008330|Ga0114859_1000037:40,458-49,789 (+); 1-1,602 (+)

55 56 60
[— N . — e
IMGVR_UViG_3300008333_000009|3300008333|Ga0115302_100155:43,466-50,224 (+)
50 56 57 58
EH XA ac— - O bl

I I _— ——
IMGVR_UViG_3300008143_000013|3300008143|Ga0114287_100143:41,971-50,073 (+)
55 56 57 58

— —— ——— e -
IMGVR_UViG_3300006832_000008|3300006832|Ga0099611_100086:40,244-49,213 (+)
50 56 57 58 59 60

I - . — — I —
IMGVR_UViG_3300008607_000001|3300008607|Ga0111136_100035:40,593-50,123 (+); 1-2,936 (+)
56 57 5859

I - I — — I —
IMGVR_UViG_3300007728_000013|3300007728|Ga0105754_1000051:40,457-49,986 (+)
58 59 60

- I — [ — —_— ]
Manrique_Person2_ NODE_31_length 50394 _cov_18.978247:41,367-50,393 (+)
52 55 57 58 59 60 61

L _—
MGV-GENOME-0308593:40,503-49,406 (+)
56 57 58 59 60

— [ —
SRS075084_al_ct16154:41,606-50,773 (+)
59
57 58 60

N I — I —
IMGVR_UViG_3300007966_000002|3300007966|Ga0105959_100210: 41,027-49,260 (+); 1-1,602 (+)
58
56 57 59

N _— — [ —
IMGVR_UViG_7000000351_000001|7000000351|SRS047219_WUGC _scaffold_56728: 40,931-49,189 (+); 1-1,602 (+)
40 41

- — — —
SRS058693_al ct29367_vs2:25,494-31,526 (+)

57 58 59 61

L ) L — -
IMGVR_UViG_3300007660_000001|3300007660/Ga0105538_100012: 41,078-49,484 (+); 1-2,933 (+)
57 58 59

_—
SRS144761_al_ct1857:41,040-49,899 (+)

i
N
o~
o

- ]
SRS148284 al ct30147 vs01:48,779-56,188 (+)
5455 56 57

_— I I NI —
IMGVR_UViG_3300045988_108631|3300045988|Ga0495776_116698:39,626-48,214 (+)

46 48 54 55 56 57 58
-4 e e aC I —@— P ——
IMGVR_UViG_3300008336_000002|3300008336|Ga0115198_100013: 39,553-49,068 (+)
53 54 55 56 57
I S W e W W ———— — — [ B S
IMGVR_UViG_3300008490_000001|3300008490|Ga0115197_1000276: 39,464-49,069 (+); 1-1,602 (+)
31 38 39 40 41 42 43
I — 1 —— I — I —— [ — —— [

I B S ——
MGV-GENOME-0266001:29,995-39,508 (+)
4000 nt !

DNA, RNA and nucleotide metabolism unknown function tRNA
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