PDC-M69A_WP_216276383.1 (CDS_0043)

nucleotide kinase (CBS_OO42)
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IMGVR_UViG_3300007660_000001|3300007660]|Ga0105538_100012: 37,639-44,095 (+)
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SRS144761_al_ct1857:37,791-44,533 (+)
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IMGVR_UViG_3300045988_099296|3300045988|Ga0495776_028495:36,537-43,215 (+)
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IMGVR_UViG_3300008336_000002|3300008336|Ga0115198_100013: 38,344-42,976 (+)
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IMGVR_UViG_3300008490_000001|3300008490|Ga0115197_1000276:38,255-42,887 (+)
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IMGVR_UViG_3300007966_000002|3300007966]|Ga0105959_100210: 37,342-43,623 (+)
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IMGVR_UViG_7000000351_000001|7000000351|SRS047219_WUGC _scaffold_56728: 37,246-43,552 (+)
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IMGVR_UViG_3300008143_000013|3300008143|Ga0114287_100143: 38,998-44,649 (+)
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IMGVR_UViG_3300008518_000004|3300008518|Ga0115191_100227: 38,298-44,560 (+)
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IMGVR_UViG_3300008330_000002|3300008330|Ga0114859_1000037: 38,265-43,920 (+)

IMGVR_UViG_3300006832_000008|3300006832|Ga0099611_100086: 36,568-43,305 (+)
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IMGVR_UVIG_3300045988_096074|3300045988|Ga0495776_002671: 36,670-43,487 (+)
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IMGVR_UViG_3300008333_000009|3300008333|Ga0115302_100155:37,581-43,931 (+)

DNA binding protein (CDS_0050)
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IMGVR _UViG_3300007753_000002|3300007753|Ga0105778_100063: 37,906-44,008 (+)
DNA binding protein (CDS_0049)
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IMGVR _UViG_3300007128 000004|3300007128|Ga0102725_100079:37,985-43,237 (+)
47 49 retron_type_VI_hth_cluster2_1 (CDS_0050) 54 55

IMGVR_UViG_3300006477_000003|3300006477|Ga0100232_100207: 37,997-43,593 (+)
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IMGVR_UViG_3300007728_000013|3300007728|Ga0105754_1000051: 36,612-43,497 (+)
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Manrique_Person2_ NODE_31 length_50394 cov_18.978247:37,683-44,938 (+)

DNA binding protein (CDS_0051)
5 55

IS
o
[
o

+

<
)
<
e
C
<
@)
(o8]
W
o
o
o
X
o
0
o5}
0o
=
o
=S
[
u
o
w
(o8]
o
o
o
=
w
O
(o5}
®
@)
I}

o
=
~O
w
~
~
o~
o
N
fos}
0
o]
N
w
~
w
=
X
N
o
~N
N
o

X 237, ,720 (+)
DNA binding protein (CDS_0051)
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MGV-GENOME-0308593:37,889-43,720 (+)
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DNA, RNA and nucleotide metabolism other unknown function defence (DefenseFinder) defence (PADLOC)
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