HEase_00033 homing (CDS_0019)
DNA primase/helicase (CDS_0016) " exonuclease (CDS_0023)

DNA polymerase | (CDS_0018)
tRNA-Arg(TCT) 21
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IMGVR_UViG_3300029135_000005|3300029135|Ga0168740_100326: 9,277-17,525 (+)
HEase_00033 homing (CDS_0020)
21
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MGV GENOME-0285641:10,556-18,299 (+)

HEase_00033 homing (CDS_0016)
17
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uvig_39980: 9,948-17,496 (+)

HEase_00033 homing (CDS_0022)
16 T 2324

B ]
MGV-GENOME-0285897: 11,367-20,052 (+)
HEase_00033 homing (CDS_0017)
DNA polymerase | (CDS_0016)
endonuclease VIl (CDS_0015)
amidase (CDS_0008) DNA polymerase | (CDS 0014)] | 18

IMGVR_UViG_3300045988_009341|3300045988|Ga0495776_111451:7,616-16,676 (+)
HEase_00033 homing (CDS_0026)
DNA polymerase | (CDS_0027)
endonuclease VII (CDS_0028)
DNA polymerase | (CDWZ‘?)\ \ 25

MGV-GENOME-0255098:22,823-31,901 (-)

HEase_00033 homing (CDS_0017)
endonuclease (CDS_0010) DNA polymerase | (CDS_0016)

R e
MGV-GENOME-0277787:8,184-16,486 (+)

HEase_00033 Mng (CDS_0017)
13 DNA polymerase | (CDS_0016)

T — —
uvig_136190:8, 184 16486( )
HNH endonuclease (CDS_0021)
DNA polymerase | (CDS_0022)
16 DNA polymerase | (CDS_0020)]

IMGVR_UViG_3300045988_008373|3300045988|Ga0495776_135228:9,676-18,093 (+)
DNA polymerase | (CDS_0021)
HNH endonuclease (CDS_0020)
DNA polymerase | (CDS_0019)
18 | 22
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MGV-GENOME-0281887:9,690-19,127 (+)
endonuclease VII (CDS_0019) 20 22

MGV GENOME 4419508:10,562-19,510 (+)
endonuclease VII (CDS_0017) 18

MGV-GENOME-0286239:9,555-18,102 (+)
15 endonuclease VII (CDS_0018)

o E— —
uvig 585413:9,025-17,630 (+)
13 20

MGV-GENOME-0275552:9,450-18,078 (+)
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IMGVR_UViG_3300045988_017063|3300045988|Ga0495776_109752:9,450-18,078 (+)

RND_adapt_MexA-NCBIFAM multidrug efflux RND transporter periplasmic adaptor subunit MexA (NFO33834.1) (CDS_0022)
17 18 19 20 21 23 24 25 26

uvig 282383:10,097-32,393 (+)
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DNA, RNA and nucleotide metabolism lysis unknown function defence (PADLOC) AMR (AMRFinderPlus) tRNA pseudogene
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