head-tail adaptor (CDS_0010)
tail length tape measure protein (CDS_0017)
major tail protein (CDS_0013
neck protein (CDS_0011)
16
12 | 1415

HNH endonuclease (CDS_0019) endonuclease (CDS_0023)
endolysin (CDS_0020) transcriptional repressor (CDS_0026)
18 21 22 | 2425]27 28
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IMGVR_UViG_7000000416_000146|7000000416|SRS011343_Baylor_scaffold_66989(8157-46864:7,714-27,235 (+)
tail length tape measure protein (CDS_0017)
HNH endonuclease (CDS_0018)
16 endolysin (CDS_0019)
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IMGVR_UViG_3300007121_000101|3300007121|Ga0102671_100008|141237-179784:7,714-27,075 (+)
holin (CDS_0025)
HNH endonuclease (CDS_0029)
endolysin (CDS_0024)
tail length tape measure protein (CDS_0017) 6 28
16 18 19 20 21 22 23 [T27] endolysin (CDS_0030)

[
8-
I#

BN N N - L e —— - LB F | ]
IMGVR_UViG_7000000118_000098|7000000118|SRS024289_LANL _scaffold_40587|8157-56101:7,714-36,472 (+)

Cas2_|I_WP_167337171.1(CDS_0018)
NAD-dependent DNA ligase (CDS_0017]
neck protein (CDS_0011) HNH endonuclease (CDS_0020)
16 Casl_| I_WP_078%93.1 (CBS_0019) endolysin (CDS_0021) 26 2
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IMGVR_UViG_3300008140_000177|3300008140|Ga0114165_1000228: 7,841-30,454 (+)

tail length tape measure protein (CDS_0017) transcriptional repressor (CDS_0023)
16 FtsK/SpollIE-like protein (CDS_0018) | 24
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SRS076874 al ct14794 vs1:7,834-22,474 (+)
tail length tape measure protein (CDS_0018)
17 20

I N  — ]
SRS019176_al ct137131 vs01:8,674-21,890 (+)

ABCF_producer-NCBIFAM TIrC/CarA/OleB/SrmB family ABC-F type ribosomal protection protein (NFO00171.1) (CDS_0030)
holin (CDS_0024)

endolysin (CDS 0023)
tail length tape measure protein (CDS_0017) 25 tRNA-Arg(TCT)
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IMGVR_UViG_3300008688_000012|3300008688|Ga0111559_1000093: 7,714-35,311 (+)

holin (CDS_0024)
endolysin (CDS 0023)
tail length tape measure protein (CDS_0017) 25

16 [ 18 19 20 21 22 [T2627
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IMGVR_UViG_7000000472_000020|7000000472|SRS051244 LANL scaffold_15987: 7,714-30,688 (+)
holin (CDS_0024)
endolysin (CDS' 0023)
tail length tape measure protein (CDS_0017) 5
16 18 19 20 21 22 [T26 27 31
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SRS105100_al_ct69104_vs01: 7,841-30,416 (+)

holin (CDS_0025)

endolysin (CDS 0024)
tail length tape measure protein (CDS_0018) 26
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IMGVR_UViG_3300045988_175924|3300045988|Ga0495776_112881:7,835-31,262 (+)
holin (CDS_0023)

endolysin (CDS_0022)
24
tail length tape measure protein (CDS_0016) 17 18 19 20 21 [T2526
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IMGVR_UViG_3300045988_176988|3300045988|Ga0495776_046445:7,859-31,198 (+)
Cas2_II_WP_167337171.1 (CDS_0030)
ABC transporter (CDS_0629)

holin (CQS_0024)
endolysin (CDS_0023)
tail length tape measure protein (CDS_0017) 25 Cas1_lI_WP_078484493.1 (CDS_0031)
16 [ 18 19 20 21 22 [T26 27 28 | | 32 endolysin (CDS_0033)
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IMGVR_UViG_3300007335_000110|3300007335|Ga0104969_1000124:7,853-41,690 (+)
Cas1_II_WP_078484493.1 (CDS_0027)
holin (CDS_0024)

endolysin (CDS_0023)
tail length tape measure protein (CDS_0017) 25
16 [ 18 19 20 21 22 126 28 endolysin (CDS_0029)
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IMGVR _UViG_3300007335_000186|3300007335|Ga0104969_1000124[4306-53007: 7,853-37,310 (+)
ABC transporter (CDS_0027)
holin (CDS_0024)
endolysin (CDS 0023)
tail length tape measure protein (CDS_0017) 5 HNH endonuclease (CDS_0029)
16 18 19 20 21 22 [l26 28 endolysin (CDS_0030)  transcriptional repressor (CDS_0034)
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IMGVR_UViG_3300008142_000304|3300008142|Ga0114286_1000086|1-49773: 7,844-38,286 (+)
holin (CDS_0024)
HNH endonuclease (CDS_0028)
endolysin (CDS' 0023)
tail length tape measure protein (CDS_0017) 527
16 18 19 20 21 22 [T26] endolysin (CDS_0029)
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IMGVR_UViG_3300045988_177559|3300045988|Ga0495776_148313:7,860-33,875 (+)

holin (CDS_0024)

head-tail adaptor Ad1 (CDS_0009) endolysin (CDS 0023)
tail length tape measure protein (CDS_0017) 25
14 16 [ 18 19 20 21 22 [[2627 28
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MGV-GENOME-0285136:7,471-32,583 (+)

holin (CDS_0024)

endolysin (CDS 0023)
tail length tape measure protein (CDS_0017) 25
16 [ 18 19 20 21 22 [[2627 28
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IMGVR_UViG_3300045988_169585|3300045988|Ga0495776_055612:7,471-32,583 (+)
holin (CDS_0024)
endolysin (CDS 0023)
tail length tape measure protein (CDS_0017) 5
16 18 19 20 21 22 [T2627 28endolysin (CDS_0029)
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IMGVR_UViG_3300045988_179334|3300045988|Ga0495776_100018: 7,544-33,247 (+)
FabG-like 3-oxoacyl-(acyl-carrier-protein) reductase (CDS_0033)
holin (CDS_0025)
endolysin (CDS_0024) ABC transporter (CDS_0039)
tail length tape measure protein (CDS_0018) 6 DEDDh_I_II_INI_IV_V_VI_1(CDS_0032) HNH endonuclease (CDS_0041)
17, 19 20 21 22 23 [[27z 28 2930 31 [ | 34 35 36 3738 40 endolysin (CDS_0042)
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SRS148262_al ct3785_vs01:8,662-50,451 (+)

FabG-like 3-oxoacyl-(acyl-carrier-protein) reductase (CDS_0033)

DEDDh_I_II_III_IV_V_VI_1 (CDS_0032)
holin (CDS_0026)
endolysin (CDS' 0025)
tail length tape measure protein (CDS_0018) 57 ABC transporter (CDS_0039)
17 19 20 21 22 23 24 [T28 29 3031 34 35 36 3738 |  endolysin(CDS_0040)
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SRS144374 al ct9621 vs01:8,729-45,109 (+)
tail length tape measure protein (CDS_0017)
16 I 18 19 20 21
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IMGVR_UViG_7000000575_000063|7000000575|SRS017227_Baylor_scaffold_61200:7,844-27,022 (+)
tail length tape measure protein (CDS_0017)
16 [ 18 19 20 21
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IMGVR_UViG_3300009393_000009|3300009393|Ga0111010_1000199: 7,844-27,586 (+)
holin (CDS_0015)
16

[T1718 20 endonuclease (CDS_0021)
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SRS051244 a1 ct28079_vs1:8,539-19,588 (+)
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