transcriptional repressor (CDS_0035)
Fzgscriptional repressor (CDS_0037)
HTH DNA binding protein (CDS_0036)
30 31 endonuclease (CDS_0032) 33 34 | 38 39 40 41 42 43

- e S S E— E— —
IMGVR_UViG_3300045988_177559|3300045988|Ga0495776_148313: 30,353-38,258 (+)

transcriptional repressor (CDS_0032)
28 29 31 36

—
IMGVR_UViG_3300045988_176988|3300045988|Ga0495776_046445:26,134-32,229 (+)

transcriptional repressor (CDS_0046)
44 47 48 54

SRS148262 _al ct3785_vs01:44,505-51,875 (+)

transcriptional repressor (CDS_0025)
26 27

IMGVR_UViG_3300009393_000009|3300009393|Ga0111010_1000199: 21,412-29,013 (+)
HTH DNA binding protein (CDS_0034)
transcriptional repressor (CDS_0031) HTH DNA binding protein (CDS_0035)
28 30 32 33 | 36

|
|
0
|
|

#

I
IMGVR_UViG_3300045988_174933|3300045988|Ga0495776_027604: 24,854-33,019 (+)
head-tail adaptor (CDS_0011)

10 13 14 18 19 20 transcriptional repressor (CDS_0021)

|
-
IS
|

—
SRS051228_a1_ct10125_vs01:8,239-17,802 (+)

HTH DNA binding protein (CDS_0032)
31 33

I
IMGVR_UViG_3300007646_000014|3300007646|Ga0105530_1000277: 26,734-33,231 (+)
HTH DNA binding protein (CDS_0031)
0 2 tRNA-Thr(TGT)

|
\
|

MGV-GENOME-0275811:24,916-31,436 (+)
HTH DNA binding protein (CDS_0032)
31 88} 37

SRS105100 a1l ct69104 vs01:25,253-31,747 (+)
HTH DNA binding protein (CDS_0033)
34 38 42 anti-repressor (CDS_0043)

IMGVR_UViG_3300045988_179334|3300045988|Ga0495776_100018: 27,842-36,290 (+)

HTH DNA binding protein (CDS_0024)
23 25 31

SRS051244 al_ct28079 vs1:13,585-21,004 (+)
3000 nt {
DNA, RNA and nucleotide metabolism connector transcription regulation unknown function pseudogene




