
MGV-GENOME-0221551: 17,568-28,277 (+)

tail protein
22

kinase (CDS_0023)

24 25

RT_III-AM_III-B_2 (CDS_0026)

27 28
29

30

transcriptional repressor (CDS_0031)

32 33
Mu Gam-like end protection (CDS_0034)

35 36 37 3839

MGV-GENOME-0219368: 18,176-27,909 (+)

27 transcriptional repressor (CDS_0028)

MGV-GENOME-0226673: 18,199-29,113 (+)

28 29
30

MGV-GENOME-0202044: 17,342-24,799 (+)

tail protein (CDS_0022)
transposase (CDS_0027)

IMGVR_UViG_3300045988_085658|3300045988|Ga0495776_143808: 18,204-31,703 (+)

28
transcriptional repressor (CDS_0029)

30 31 32 33
34

35 transcriptional repressor (CDS_0036)

IMGVR_UViG_3300045988_082822|3300045988|Ga0495776_174960: 18,194-30,520 (+)

27 29 3031 32 3334 35 transcriptional repressor (CDS_0036)

IMGVR_UViG_3300045988_060604|3300045988|Ga0495776_103345: 18,199-32,007 (+)

28 29 30 31 32 33
34

35 transcriptional repressor (CDS_0036)

IMGVR_UViG_3300045988_085648|3300045988|Ga0495776_145140: 17,337-29,843 (+)

27 28 29 30 31
32

33 transcriptional repressor (CDS_0034)

IMGVR_UViG_3300008676_000026|3300008676|Ga0111520_100587: 18,199-34,825 (+)

28 29 30
transposase (CDS_0031)

32 33 34 35 36
37

38 transcriptional repressor (CDS_0039)

IMGVR_UViG_3300045988_066614|3300045988|Ga0495776_045038: 18,199-33,892 (+)

28 29 30 31 32 33 34
35

36 transcriptional repressor (CDS_0037)

MGV-GENOME-0249180: 18,144-33,070 (+)

28 29
30

transcriptional repressor (CDS_0031)

32 33 34 35
36

37 38

IMGVR_UViG_3300045988_057725|3300045988|Ga0495776_126786: 18,144-33,044 (+)

28 29
30

transcriptional repressor (CDS_0031)

32 33 34 35
36

37 transcriptional repressor (CDS_0038)

IMGVR_UViG_3300045988_078870|3300045988|Ga0495776_182547: 18,205-31,286 (+)

28 29
30

31 32
33

34 transcriptional repressor (CDS_0035)

MGV-GENOME-0253963: 18,199-33,867 (+)

28 29
30

31 32 33 34 35
36

37 38

IMGVR_UViG_3300006568_000441|3300006568|Ga0100215_100434|12014-48107: 18,204-32,552 (+)

28 29
30

transcriptional regulator (CDS_0031)

32 33 34
35

36 transcriptional repressor (CDS_0037)

MGV-GENOME-0247904: 18,206-32,856 (+)

28 29
30

31 32 33 34 35
36

37 38

IMGVR_UViG_3300045988_081450|3300045988|Ga0495776_147762: 18,199-33,653 (+)

28 29
30

31

transcriptional repressor (CDS_0032)

33 34 35 36
37

38 transcriptional repressor (CDS_0039)

IMGVR_UViG_3300045988_072436|3300045988|Ga0495776_126952: 18,199-33,099 (+)

28 29
30

transcriptional repressor (CDS_0031)

32 33 34 35
36

37 transcriptional repressor (CDS_0038)

IMGVR_UViG_3300006502_000094|3300006502|Ga0100528_100703: 18,199-34,502 (+)

28 29
30

ABC transporter (CDS_0031)
transcriptional repressor (CDS_0032)

33 34 35 36
37

38 transcriptional repressor (CDS_0039)

IMGVR_UViG_3300045988_090742|3300045988|Ga0495776_084152: 18,199-34,150 (+)

28 29
30

31 32

transcriptional repressor (CDS_0033)

34 35 36 37
38

39 transcriptional repressor (CDS_0040)

IMGVR_UViG_3300045988_092770|3300045988|Ga0495776_061906: 16,206-29,610 (+)

21 26
transcriptional regulator (CDS_0027)

28 29 30 31
32

33 transcriptional repressor (CDS_0034)

IMGVR_UViG_3300029796_000012|3300029796|Ga0243875_1000590: 17,331-40,829 (+)

kinase (CDS_0024) 28 29 30 31 32 33 34 35 36
37

38 transcriptional repressor (CDS_0039)

MGV-GENOME-0250618: 17,331-33,293 (+)

29 30 31 32 33 34 35
36

37 38

IMGVR_UViG_3300045988_064295|3300045988|Ga0495776_143829: 17,331-31,707 (+)

29 30 31 32 33 34
35

36 transcriptional repressor (CDS_0037)

MGV-GENOME-0240164: 17,331-31,707 (+)

29 30 31 32 33 34
35

36 transcriptional repressor (CDS_0037)

IMGVR_UViG_3300035644_000016|3300035644|Ga0134398_00412: 17,350-33,877 (+)

28 29 30 31 32 33 34 35
36

37 transcriptional repressor (CDS_0038) 44

IMGVR_UViG_3300045988_067970|3300045988|Ga0495776_060127: 16,193-31,470 (+)

27 28
transcriptional repressor (CDS_0029)

30 31 32 33
34

35 transcriptional repressor (CDS_0036)

IMGVR_UViG_3300029841_000023|3300029841|Ga0245272_100946: 17,331-35,827 (+)

28 29
Serine protease (VF1055) (CDS_0030)

31 32 33 34
35

36 37 transcriptional repressor (CDS_0038) 45

MGV-GENOME-0253416: 17,345-33,751 (+)

28 29 30 31 32 33 34 3536 37 38

IMGVR_UViG_3300045988_108000|3300045988|Ga0495776_043215: 17,331-35,170 (+)

28 29 30 31 32 33 34 35 36
37

38 transcriptional repressor (CDS_0039)

MGV-GENOME-0253746: 17,331-33,807 (+)

28 29 30 31 32 33 34
35

36 37

IMGVR_UViG_3300045988_050868|3300045988|Ga0495776_044873: 17,331-33,807 (+)

28 29 30 31 32 33 34
35

36 transcriptional repressor (CDS_0037)

IMGVR_UViG_3300045988_073554|3300045988|Ga0495776_144339: 17,346-31,824 (+)

29 30 31 32 33 3435 36 transcriptional repressor (CDS_0037)

IMGVR_UViG_3300045988_071344|3300045988|Ga0495776_146822: 18,231-32,216 (+)

28 29 30 31 32
33

34 transcriptional repressor (CDS_0035)

OTU_2780: 17,331-34,005 (+)

29 30 31 32 33 34 35 3637 38 transcriptional repressor (CDS_0039)

MGV-GENOME-0234071: 17,342-30,545 (+)

28 29
30

31
32

33 transcriptional repressor (CDS_0034)

IMGVR_UViG_3300045988_078764|3300045988|Ga0495776_063952: 17,342-30,545 (+)

28 29
30

31
32

33 transcriptional repressor (CDS_0034)

IMGVR_UViG_3300008081_000180|3300008081|Ga0113559_100425: 17,342-41,200 (+)

26 29 30 31
32

33 34 35 36 37 38
transcriptional regulator (CDS_0039)

40 41 4243 44 transcriptional repressor (CDS_0045)

IMGVR_UViG_3300029609_000021|3300029609|Ga0245148_100916: 17,337-29,591 (+)

29 30 3132 33 transcriptional repressor (CDS_0034)

MGV-GENOME-0221103: 18,199-28,193 (+)

28 29 30

MGV-GENOME-0213118: 17,349-26,771 (+)

28 29 30

MGV-GENOME-0201781: 16,696-24,746 (+)

27 29 MTase_II_00048 Type (CDS_0030)

MGV-GENOME-0255230: 16,696-33,693 (+)

27 28
transposase (CDS_0029)

30 31 32
33

34 35 36 MTase_II_00048 Type (CDS_0040)

IMGVR_UViG_2914893093_000003|2914893093|2914893114|8195-43894: 16,696-31,763 (+)

27 28 29 3031 32 33 34

MGV-GENOME-0272270: 16,697-35,767 (+)

27 28 29 30 31 32
tail protein (CDS_0033)

34 35 36 37 38 transcriptional repressor (CDS_0039)

MGV-GENOME-0271288: 16,696-36,599 (+)

27 28 29 30 31
DNA helicase (CDS_0032)

33 34 35 36 37 transcriptional repressor (CDS_0038)

IMGVR_UViG_3300045988_105849|3300045988|Ga0495776_029201: 16,696-36,599 (+)

27 28 29 30 31
DNA helicase (CDS_0032)

33 34 35 36 37 transcriptional repressor (CDS_0038)

IMGVR_UViG_3300029671_000224|3300029671|Ga0245181_100151|44091-79072: 16,696-28,923 (+)

27 28 29
30

31 32 transcriptional repressor (CDS_0033)

IMGVR_UViG_2914908833_000003|2914908833|2914908863|7352-42885: 16,696-29,368 (+)

27 28 29 30 31 32 33

IMGVR_UViG_3300045988_063097|3300045988|Ga0495776_068619: 16,695-30,740 (+)

27 28 29 30 31 32 33 34 transcriptional repressor (CDS_0035)

IMGVR_UViG_3300045988_065582|3300045988|Ga0495776_021942: 16,696-30,185 (+)

27 28 29 30 31 32 33 transcriptional repressor (CDS_0034)

IMGVR_UViG_3300008299_000040|3300008299|Ga0114868_1000786: 16,695-28,002 (+)

27 28 29 30 transcriptional repressor (CDS_0031)

IMGVR_UViG_3300007361_000026|3300007361|Ga0104787_100673: 16,695-29,011 (+)

27 28 29 30 31 32 33 transcriptional repressor (CDS_0034)

IMGVR_UViG_3300008722_000022|3300008722|Ga0113880_1000658: 16,695-28,481 (+)

27 28 29 30 31 32 transcriptional repressor (CDS_0033)

IMGVR_UViG_2562617183_000002|2562617183|2562632189|115384-160057: 16,695-38,621 (+)

27 28 29 30 31 32 33 34 35 36 37 38 39

MGV-GENOME-0246253: 18,193-30,660 (+)

28 29 30 31
32

33 34 35
36

37 38 41

MGV-GENOME-0251788: 18,199-33,502 (+)

28 29
30

31 32
33

34 35 36
37

38 39 46

IMGVR_UViG_3300045988_095348|3300045988|Ga0495776_100672: 17,574-30,866 (+)

28 29 30 31 32 33 34 transcriptional repressor (CDS_0035) 40

MGV-GENOME-0226278: 16,718-29,043 (+)

26
transcriptional repressor (CDS_0027)

28 29 30 transcriptional repressor (CDS_0031)

IMGVR_UViG_7000000333_000071|7000000333|SRS050925_LANL_scaffold_45871: 18,188-33,085 (+)

29 30 31
32

33 34 35 36 37
38

39 transcriptional repressor (CDS_0040)

MGV-GENOME-0242077: 18,188-31,920 (+)

29 30 31
transcriptional regulator (CDS_0032)

33 34 35
36

37 38

IMGVR_UViG_3300007793_000431|3300007793|Ga0105888_100214|28685-72960: 18,188-40,683 (+)

29 30
31

32 33 34 35 36 37
transcriptional regulator (CDS_0038)

39 40 41
42

43 transcriptional repressor (CDS_0044)

MGV-GENOME-0231906: 17,580-30,099 (+)

27
transcriptional regulator (CDS_0028)

29 30 31 32 transcriptional repressor (CDS_0033)

MGV-GENOME-0236411: 17,574-28,644 (+)

27 2829 transcriptional repressor (CDS_0030)

MGV-GENOME-0234593: 17,550-30,287 (+)

27 28 29 30 transcriptional repressor (CDS_0031)

MGV-GENOME-4406225: 17,580-28,177 (+)

27 28 29 transcriptional repressor (CDS_0030)

MGV-GENOME-0245781: 17,574-32,122 (+)

28 29 30 31 32 33 34 35

MGV-GENOME-4411942: 17,574-32,119 (+)

28 29 30 31 32 33 transcriptional repressor (CDS_0034)

MGV-GENOME-0278825: 17,580-32,405 (+)

27 28 29 30 31 32 transcriptional repressor (CDS_0033)

MGV-GENOME-0252248: 17,580-33,140 (+)

27 28 29
transcriptional repressor (CDS_0030)

31 32 33 34

IMGVR_UViG_3300008496_000240|3300008496|Ga0115078_100362|11402-47461: 17,580-32,066 (+)

27 28 29
transcriptional repressor (CDS_0030)

31 32 33 transcriptional repressor (CDS_0034)

IMGVR_UViG_3300045988_077701|3300045988|Ga0495776_087395: 17,580-33,114 (+)

27 28 29 30 31 32 33 transcriptional repressor (CDS_0034)

IMGVR_UViG_3300007664_000165|3300007664|Ga0105542_1000569: 17,580-34,683 (+)

27 28 29
Sortase B (VF0789) (CDS_0030)

transcriptional repressor (CDS_0031)

32 33 34 transcriptional repressor (CDS_0035)

IMGVR_UViG_3300029855_000013|3300029855|Ga0245295_1000874: 17,574-32,214 (+)

27 28
transcriptional regulator (CDS_0029)

30 31 32 transcriptional repressor (CDS_0033)

MGV-GENOME-0233960: 17,576-30,122 (+)

28
transcriptional repressor (CDS_0029)

30 31 32 transcriptional repressor (CDS_0033)

IMGVR_UViG_3300045988_104492|3300045988|Ga0495776_064221: 17,580-30,227 (+)

27 28 29 30 31 transcriptional repressor (CDS_0032)

MGV-GENOME-0255038: 17,574-30,909 (+)

27 28 29 30 31 32 33

IMGVR_UViG_3300045988_089391|3300045988|Ga0495776_183003: 17,574-31,824 (+)

27 28 29 30 31 32 transcriptional repressor (CDS_0033)

MGV-GENOME-0239533: 17,574-28,955 (+)

27 28 29 30 transcriptional repressor (CDS_0031)

MGV-GENOME-0227435: 17,574-28,832 (+)

27 28 29 30 transcriptional repressor (CDS_0031)

MGV-GENOME-0242473: 16,712-31,600 (+)

JetA1_00017 DUF5716 (CDS_0026)
27

transcriptional repressor (CDS_0028)

29 30 31 32

IMGVR_UViG_3300045988_079831|3300045988|Ga0495776_182737: 16,718-31,667 (+)

26
drt-UG4 DRT (CDS_0027)

28 29 30 31 32 33 34 transcriptional repressor (CDS_0035)

IMGVR_UViG_3300045988_091553|3300045988|Ga0495776_042767: 17,574-32,485 (+)

27 28 29 30 31 32 33 34 transcriptional repressor (CDS_0035)

MGV-GENOME-0252816: 17,574-33,239 (+)

27 28 29
transcriptional repressor (CDS_0030)

31 32 33 34

MGV-GENOME-0246518: 17,574-32,203 (+)

27 28
transcriptional repressor (CDS_0029)

30 31 32 33

IMGVR_UViG_3300014956_000079|3300014956|Ga0134434_1000354: 17,574-34,148 (+)

28 29 30 31
transcriptional regulator (CDS_0032)

33 34 35 transcriptional repressor (CDS_0036)

MGV-GENOME-0268819: 17,575-34,207 (+)

27 28 29 30
transcriptional repressor (CDS_0031)

32 33 34
transcriptional repressor (CDS_0035)

DNA methyltransferase (CDS_0040)

IMGVR_UViG_3300045988_069125|3300045988|Ga0495776_167299: 17,574-29,624 (+)

28
transcriptional regulator (CDS_0029)

30 31 32 33 transcriptional repressor (CDS_0034)

IMGVR_UViG_3300045988_102702|3300045988|Ga0495776_100692: 17,574-30,476 (+)

27 28 29 30 31 32 transcriptional repressor (CDS_0033)

MGV-GENOME-0248687: 17,574-31,624 (+)

27 28 29 30 31 32 33 34

MGV-GENOME-0239366: 17,574-29,636 (+)

28
transcriptional repressor (CDS_0029)

30 31 32 transcriptional repressor (CDS_0033)

IMGVR_UViG_3300045988_097799|3300045988|Ga0495776_064412: 17,574-30,318 (+)

27 28 29 30 31 transcriptional repressor (CDS_0032)

IMGVR_UViG_3300029572_000316|3300029572|Ga0244925_100013|156635-193005: 17,574-32,377 (+)

27 28 29
transcriptional repressor (CDS_0030)

31 32 33 34 transcriptional repressor (CDS_0035)

IMGVR_UViG_3300029605_000284|3300029605|Ga0245145_100245|8276-46253: 17,580-33,986 (+)

27 28
29

DarB-like antirestriction (CDS_0030)

31 32 33 34 35 transcriptional repressor (CDS_0036)

MGV-GENOME-0250626: 17,583-31,382 (+)

27 28
29

30 31 32 33 34

MGV-GENOME-0247394: 17,574-32,317 (+)

27 28
29

30 31 32 33 34 35

MGV-GENOME-0225312: 17,580-28,508 (+)

27 28
29

IMGVR_UViG_3300045988_079753|3300045988|Ga0495776_127219: 17,574-32,749 (+)

27 28
29

transcriptional regulator (CDS_0030)

31 32 33
34

35 transcriptional repressor (CDS_0036)

MGV-GENOME-0248317: 17,567-32,520 (+)

27 28
29

30

transcriptional regulator (CDS_0031)

32 33 34 35

IMGVR_UViG_3300045988_065694|3300045988|Ga0495776_044857: 17,574-33,381 (+)

27 28
29

30 31 32 33 34 35 36 transcriptional repressor (CDS_0037)

MGV-GENOME-0236951: 17,580-30,710 (+)

27 28
29

30 31 32 transcriptional repressor (CDS_0033)

IMGVR_UViG_3300045988_091946|3300045988|Ga0495776_042456: 17,574-32,763 (+)

28 29
30

31

transcriptional regulator (CDS_0032)

33 34 35 36 transcriptional repressor (CDS_0037)

IMGVR_UViG_3300045988_067937|3300045988|Ga0495776_068579: 17,574-32,718 (+)

28 29
30

31 32 33 34 35 transcriptional repressor (CDS_0036)

MGV-GENOME-0247749: 17,583-32,785 (+)

27 28
29

transcriptional regulator (CDS_0030)

31 32 33 34 35

MGV-GENOME-0254415: 17,553-30,784 (+)

28 29
30

31 32 33 34

IMGVR_UViG_3300045988_098798|3300045988|Ga0495776_101337: 17,580-31,094 (+)

27 28
29

30 31 32 transcriptional repressor (CDS_0033)

MGV-GENOME-0251577: 17,574-33,454 (+)

27 28
29

30 31 32 33 34 35 36

IMGVR_UViG_3300045988_079771|3300045988|Ga0495776_042263: 17,574-32,745 (+)

27 28
29

30 31 32 33 34 transcriptional repressor (CDS_0035)

MGV-GENOME-0249165: 17,574-33,063 (+)

27 28
29

30 31 32 33 34 35 36

IMGVR_UViG_3300045988_068026|3300045988|Ga0495776_042478: 17,583-32,785 (+)

27 28
29

30 31 32 33 34 transcriptional repressor (CDS_0035)

Rampelli_Norman_02_NODE_448_length_37237_cov_14.014442: 17,574-33,640 (+)

27 28
29

30 31 32 33 34 35 36 transcriptional repressor (CDS_0037)

IMGVR_UViG_3300045988_091915|3300045988|Ga0495776_042585: 17,574-32,809 (+)

27 28
29

30 31 32 33 34 transcriptional repressor (CDS_0035)

IMGVR_UViG_3300045988_069093|3300045988|Ga0495776_182234: 17,574-31,505 (+)

27 28
29

30 31 32 33 transcriptional repressor (CDS_0034)

IMGVR_UViG_2839794334_000001|2839794334|2839794341|281269-318387: 17,581-33,521 (+)

27 28
29

30 31 32 33 34 35 36 37

MGV-GENOME-0247450: 17,574-32,722 (+)

28 29
30

31

transcriptional regulator (CDS_0032)

33 34 35 36

MGV-GENOME-0267385: 16,724-30,493 (+)

28 29
30

31 32 transcriptional repressor (CDS_0033)

IMGVR_UViG_3300045988_064698|3300045988|Ga0495776_176473: 17,586-30,493 (+)

28 29
30

31 32 transcriptional repressor (CDS_0033)

MGV-GENOME-0234710: 17,580-30,712 (+)

27
transcriptional repressor (CDS_0028)

29 30 31 transcriptional repressor (CDS_0032)

IMGVR_UViG_3300045988_099331|3300045988|Ga0495776_064304: 17,580-30,712 (+)

27 28 29 30 31 transcriptional repressor (CDS_0032)

MGV-GENOME-0235522: 17,567-30,875 (+)

27
transcriptional regulator (CDS_0028)

29 30 31 transcriptional repressor (CDS_0032)

IMGVR_UViG_3300045988_071306|3300045988|Ga0495776_145621: 17,580-29,983 (+)

27 28 29 30 31 transcriptional repressor (CDS_0032)

IMGVR_UViG_3300045988_053542|3300045988|Ga0495776_153105: 17,556-32,327 (+)

27 28 29 30 31 32 33 transcriptional repressor (CDS_0034)

MGV-GENOME-0235712: 17,574-30,866 (+)

28 29 30 31 32 33 34 transcriptional repressor (CDS_0035)

IMGVR_UViG_3300045988_092808|3300045988|Ga0495776_127289: 17,574-33,194 (+)

28 29 30 31 32 33 34 35 36 transcriptional repressor (CDS_0037)

MGV-GENOME-0254304: 17,574-33,896 (+)

27 28 29 30 31 32
transcriptional repressor (CDS_0033)

34 35 36 37

MGV-GENOME-0251606: 17,574-33,461 (+)

27 28
GTP-binding domain (CDS_0029)

30 31 32 33 34

IMGVR_UViG_3300045988_090559|3300045988|Ga0495776_042183: 17,574-32,718 (+)

27 28 29 30 31 32 transcriptional repressor (CDS_0033)

IMGVR_UViG_3300045988_052229|3300045988|Ga0495776_148586: 17,574-30,884 (+)

27 28 29 30 31 transcriptional repressor (CDS_0032)

MGV-GENOME-0271329: 17,574-30,884 (+)

27 28 29 30 31 transcriptional repressor (CDS_0032)

MGV-GENOME-0228780: 17,583-27,814 (+)

27 28 transcriptional repressor (CDS_0029)

MGV-GENOME-0216078: 17,583-27,254 (+)

27 transcriptional repressor (CDS_0028)

MGV-GENOME-0223505: 17,580-28,568 (+)

27 28 transcriptional repressor (CDS_0029)

IMGVR_UViG_3300029733_000299|3300029733|Ga0245176_100344|18367-56438: 17,563-34,107 (+)

27 28

MATE_multi_MepA-NCBIFAM multidrug efflux MATE transporter MepA (NF000131.1) (CDS_0029)

30
transcriptional repressor (CDS_0031)

32 33 34 35 transcriptional repressor (CDS_0036)

IMGVR_UViG_3300045988_063088|3300045988|Ga0495776_175932: 17,580-31,548 (+)

27 28 29 30 31 32 33 transcriptional repressor (CDS_0034)

MGV-GENOME-0228486: 17,580-29,040 (+)

27 28
29

30 31 32 transcriptional repressor (CDS_0033)

IMGVR_UViG_3300045988_087459|3300045988|Ga0495776_042448: 17,547-32,363 (+)

27 28
29

transcriptional regulator (CDS_0030)

31 32 33 34 35 transcriptional repressor (CDS_0036)

IMGVR_UViG_3300045988_090732|3300045988|Ga0495776_153189: 17,580-32,307 (+)

27 28
29

30 31 32 33 34 35 transcriptional repressor (CDS_0036)

OTU_3000: 17,577-32,158 (+)

28 29
30

31 32 33 34 35 transcriptional repressor (CDS_0036)

IMGVR_UViG_3300045988_097410|3300045988|Ga0495776_182156: 17,580-32,582 (+)

27 28
29

30

transcriptional regulator (CDS_0031)

32
33

34 35 36 transcriptional repressor (CDS_0037)

MGV-GENOME-0258551: 17,580-32,582 (+)

27 28
29

30

transcriptional regulator (CDS_0031)

32
33

34 35 36 37

MGV-GENOME-0236480: 17,580-30,618 (+)

27
transcriptional regulator (CDS_0028)

29 30 31 32 33 transcriptional repressor (CDS_0034)

MGV-GENOME-0230346: 17,580-29,388 (+)

27 28 29 30 31 transcriptional repressor (CDS_0032)

IMGVR_UViG_3300029520_000013|3300029520|Ga0244801_100747: 17,580-32,350 (+)

28 29 30 31 32 33 34 35 36 transcriptional repressor (CDS_0037)

SAMEA2580132_a1_ct46449_vs1: 17,574-36,831 (+)

27 28 29 30 31 32 33 34
ABC transporter (CDS_0035)

36

transcriptional repressor (CDS_0037)

38 39 40 transcriptional repressor (CDS_0041)

MGV-GENOME-0287428: 17,574-37,782 (+)

28 29 30 31 32 33 34 35 36 37 38 39 40 transcriptional repressor (CDS_0041)

MGV-GENOME-0273319: 17,574-36,945 (+)

28 29 30 31 32 33 34 35 36 37 38 39 40 transcriptional repressor (CDS_0041)

MGV-GENOME-0212370: 15,575-25,902 (+)

25 26 27 transcriptional repressor (CDS_0028)

MGV-GENOME-0240681: 17,557-29,278 (+)

28 29 30 3132 33 34

IMGVR_UViG_3300045988_103506|3300045988|Ga0495776_061479: 16,712-27,342 (+)

26 28 29 transcriptional repressor (CDS_0030)

MGV-GENOME-0254188: 17,574-33,909 (+)

28 29 30 31
Specificity_I_00093 Type (CDS_0032)

33 34 35 36

MGV-GENOME-0216334: 16,724-26,927 (+)

26 27
transcriptional repressor (CDS_0028)

29

MGV-GENOME-0206989: 16,712-20,416 (+)

26

MGV-GENOME-0206208: 16,712-23,957 (+)

26 28

MGV-GENOME-0208126: 16,712-25,831 (+)

26 RelE-like toxin (CDS_0030) 31 32

MGV-GENOME-0211616: 17,574-26,449 (+)

27 28 29

MGV-GENOME-0203224: 16,712-24,549 (+)

26 27 30 31

9000 nt

DNA, RNA and nucleotide metabolism integration and excision moron, auxiliary metabolic gene and host takeover other tail transcription regulation unknown function

defence (DefenseFinder) defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus) tRNA


