
MGV-GENOME-0222776: 8,660-19,231 (+)

10 11
tail sheath (CDS_0012)

tail protein (CDS_0013)

tail protein XkdN-like (CDS_0014)

15 16
UmuD-like protein (CDS_0017)

18 19 20 21 22 23 24 25

MGV-GENOME-0226681: 8,265-20,166 (+)

tail length tape measure protein (CDS_0015)
16 17

UmuD-like protein (CDS_0018)
19

MGV-GENOME-0231789: 8,460-20,783 (+)

tail length tape measure protein (CDS_0015) 16 17
UmuD-like protein (CDS_0018)

19

MGV-GENOME-0233887: 9,326-21,260 (+)

18 19 20 21 22
UmuD-like protein (CDS_0023)

24

MGV-GENOME-0237606: 9,089-20,939 (+)

tail length tape measure protein (CDS_0018) 19 20
UmuD-like protein (CDS_0021)

22

MGV-GENOME-0236751: 8,569-21,934 (+)

tail length tape measure protein (CDS_0015) 16 17 18
UmuD-like protein (CDS_0019)

20 23

MGV-GENOME-0210304: 9,104-17,787 (+)

tail length tape measure protein (CDS_0017) 20

MGV-GENOME-0238795: 8,893-21,788 (+)

tail length tape measure protein (CDS_0016)
17 18 19

transcriptional regulator (CDS_0020)
21 22 24

MGV-GENOME-0235755: 8,488-22,028 (+)

tail length tape measure protein (CDS_0016)
anti-repressor (CDS_0017) 18 19

transcriptional regulator (CDS_0020)
21 22

MGV-GENOME-0239741: 8,893-23,080 (+)

tail length tape measure protein (CDS_0017) 18 19 20
transcriptional regulator (CDS_0021)

22 23

MGV-GENOME-0249231: 9,087-23,319 (+)

17 18 19 20
transcriptional regulator (CDS_0021)

22 23 HNH endonuclease (CDS_0030)

MGV-GENOME-0233002: 8,488-21,755 (+)

tail length tape measure protein (CDS_0016) 17 18
transcriptional regulator (CDS_0019)

20 21

MGV-GENOME-0228288: 8,292-20,958 (+)

DNA polymerase/primase (CDS_0015)
16 17

transcriptional regulator (CDS_0018)
19 20 21

SAMEA2579905_a1_ct64326_vs1: 8,491-22,286 (+)

tail length tape measure protein (CDS_0015) 16 17
transcriptional regulator (CDS_0018)

19 20 21

uvig_338153: 9,092-21,528 (+)

tail length tape measure protein (CDS_0018) 19 20
transcriptional regulator (CDS_0021)

22 23 24

MGV-GENOME-0214286: 8,372-18,479 (+)

tail length tape measure protein (CDS_0015) 16
UmuD-like protein (CDS_0017)

18 SspD_00001 SspD (CDS_0020)

uvig_18208: 8,435-17,092 (+)

tail length tape measure protein (CDS_0015)
16 17

uvig_118042: 8,294-20,277 (+)

16 17 18 19 20
transcriptional regulator (CDS_0021)

22 23 27 28 29

MGV-GENOME-0222211: 8,294-19,568 (+)

16 17 18
transcriptional regulator (CDS_0019)

20 21

MGV-GENOME-0237613: 8,507-22,920 (+)

tail length tape measure protein (CDS_0016)
primase (CDS_0017)

18 19 20 21 22 23
transcriptional regulator (CDS_0024)

25 26

MGV-GENOME-0237465: 8,525-22,411 (+)

tail length tape measure protein (CDS_0017) 18 19 20
UmuD-like protein (CDS_0021)

22 23

MGV-GENOME-0229642: 9,091-20,692 (+)

tail length tape measure protein (CDS_0018)
19 20

UmuD-like protein (CDS_0021)
22

MGV-GENOME-0292475: 8,454-22,129 (+)

15 16 17 18
UmuD-like protein (CDS_0019)

20

MGV-GENOME-0225669: 9,125-20,178 (+)

tail length tape measure protein (CDS_0018)
19 20

UmuD-like protein (CDS_0021)
22

MGV-GENOME-0208386: 8,182-17,693 (+)

head-tail adaptor (CDS_0010)
11 15

transcriptional regulator (CDS_0016)
17 18

MGV-GENOME-0232920: 9,149-21,373 (+)

tail length tape measure protein (CDS_0018) 19
tail protein (CDS_0020)

21
22

23

MGV-GENOME-0209983: 8,294-18,675 (+)

16 17 18 25 26

MGV-GENOME-0227916: 8,294-21,443 (+)

tail length tape measure protein (CDS_0015)
16 17

transcriptional regulator (CDS_0018)

19 20 phosphoadenosine phosphosulfate reductase (CDS_0021) 28

MGV-GENOME-0222797: 8,531-20,134 (+)

tail length tape measure protein (CDS_0015)
16

transcriptional regulator (CDS_0017)

18 19 phosphoadenosine phosphosulfate reductase (CDS_0020)

MGV-GENOME-0210939: 9,096-18,066 (+)

17 18 19

MGV-GENOME-0220837: 8,291-19,429 (+)

15 16
UmuD-like protein (CDS_0017)

18 19 23

uvig_33468: 9,134-18,219 (+)

18 19 capH (CDS_0023)
24

25

endonuclease (CDS_0026)

exonuclease (CDS_0027)

MGV-GENOME-0234081: 1-5,338 (-)

DnaD-like helicase loader (CDS_0001)
tail length tape measure protein (CDS_0002)

5000 nt

DNA, RNA and nucleotide metabolism connector moron, auxiliary metabolic gene and host takeover tail transcription regulation unknown function defence (PADLOC)


