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phosphoadenosine phosphosulfate reductase (CDS_0052)
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nucleoside triphosphate pyrophosphohydrolase (CDS_0074)
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uvig_582543: 44,945-51,245 (+)
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radical SAM domain protein (CDS_0087)
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RM_Type_II__Type_II_MTases_FAM_0 (CDS_0091)
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uvig_72530: 46,360-51,997 (+)
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MGV-GENOME-0330911: 44,775-51,034 (+)

DNA methyltransferase (CDS_0085) 86 87

MGV-GENOME-0331164: 45,755-51,394 (+)
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MGV-GENOME-0323180: 43,125-49,274 (+)
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MGV-GENOME-0318022: 39,291-44,930 (+)
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MGV-GENOME-0326938: 44,649-53,972 (+)

DNA methyltransferase (CDS_0082) 83 85 86 89

MGV-GENOME-0334040: 45,738-54,370 (+)

75 76 78 79 80 81 DNA methyltransferase (CDS_0084)

MGV-GENOME-0329024: 41,461-49,597 (+)
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MGV-GENOME-0314655: 37,014-45,851 (+)
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DNA methyltransferase (CDS_0076)
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uvig_193104: 25,725-34,275 (+)
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uvig_592465: 45,233-53,550 (+)

79 80 81 DNA methyltransferase (CDS_0086) 87

MGV-GENOME-0308869: 34,901-42,330 (+)

radical SAM domain protein (CDS_0064)

uvig_584627: 44,589-51,045 (+)
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uvig_277207: 45,107-49,365 (+)
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uvig_108640: 46,135-52,927 (+)
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moron, auxiliary metabolic gene and host takeover other unknown function defence (DefenseFinder)


