
uvig_402545: 14,201-25,139 (+)

22 23 24 25
Holliday junction resolvase (CDS_0026)

27 28
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0029)

30 31 32

Lar anti-RM (APIS033) (CDS_0033)

34 35 36 37 38

SRS149325_a1_ct15765_vs01: 28,445-38,213 (+)

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0045) 48 49 51 52

IMGVR_UViG_3300029860_000357|3300029860|Ga0245305_1000026|54474-92508: 24,849-34,317 (+)

anti-repressor (CDS_0041) 44

SAMEA1906531_a1_ct155250_vs1: 9,825-20,674 (+)

phosphoadenosine phosphosulfate reductase (CDS_0022) anti-SOS response (APIS178) (CDS_0024)

uvig_279970: 26,591-36,235 (+)

phosphoadenosine phosphosulfate reductase (CDS_0041)

IMGVR_UViG_3300045988_068539|3300045988|Ga0495776_041420: 24,170-34,327 (+)

37 39

uvig_18525: 26,877-37,504 (+)

phosphoadenosine phosphosulfate reductase (CDS_0044)
anti-SOS response (APIS178) (CDS_0045) 50 51

IMGVR_UViG_3300014552_000175|3300014552|Ga0134450_100003|187984-225299: 24,807-35,203 (+)

phosphoadenosine phosphosulfate reductase (CDS_0043) anti-repressor Ant (CDS_0044)

IMGVR_UViG_3300045988_084035|3300045988|Ga0495776_171861: 27,821-38,428 (+)

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0050) 51 55 56

uvig_235749: 19,120-29,934 (+)

anti-CRISPR-Cas evasion by DNA repair (APIS169) (CDS_0027) 33
phosphoadenosine phosphosulfate reductase (CDS_0034)

35 anti-repressor (CDS_0036) 42

uvig_486967: 27,023-36,982 (+)

anti-SOS response (APIS178) (CDS_0043)
46 47 48

MGV-GENOME-0319318: 26,706-36,046 (+)

42

uvig_51447: 27,512-37,147 (+)

DnaD-like helicase loader (CDS_0043)

IMGVR_UViG_3300023491_000289|3300023491|Ga0257045_100022|10605-47554: 23,092-32,863 (+)

DnaD-like helicase loader (CDS_0039) 42

uvig_184131: 26,599-37,107 (+)

DNA replication initiation (CDS_0043) 44

IMGVR_UViG_3300045988_071214|3300045988|Ga0495776_146208: 24,144-35,556 (+)

DNA replication initiation (CDS_0040) 41 anti-repressor (CDS_0044)

uvig_541589: 26,290-36,987 (+)

37 43
DNA replication initiation (CDS_0044)

45

MGV-GENOME-0304542: 19,742-31,060 (+)

36
DNA replication initiation (CDS_0037)

38

IMGVR_UViG_3300045988_021648|3300045988|Ga0495776_172280: 20,779-32,524 (+)

36
DNA replication initiation (CDS_0037)

38 RM_Type_II__Type_II_MTases_FAM_0 (CDS_0040) 41 46

MGV-GENOME-0360168: 27,113-38,473 (+)

DNA replication initiation (CDS_0046) 47

phosphoadenosine phosphosulfate reductase (CDS_0048)

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0049)
anti-repressor Ant (CDS_0050)

51

IMGVR_UViG_3300029611_000289|3300029611|Ga0245149_100018|221571-261923: 25,955-36,616 (+)

DNA replication initiation (CDS_0041) 42

phosphoadenosine phosphosulfate reductase (CDS_0043)
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0044)

45

IMGVR_UViG_3300045988_072256|3300045988|Ga0495776_071716: 25,538-36,366 (+)

43 44 45 48 49

MGV-GENOME-0269215: 25,538-36,366 (+)

phosphoadenosine phosphosulfate reductase (CDS_0043) 44 45

uvig_339399: 6,126-16,627 (+)

Retron_VI__HTH (CDS_0023)
capH (CDS_0024)

25 anti-repressor (CDS_0026)

MGV-GENOME-0250764: 19,475-29,205 (+)

37

phosphoadenosine phosphosulfate reductase (CDS_0038)

39

Retron_VI__HTH (CDS_0040)
capH (CDS_0041)

42 anti-repressor (CDS_0043)

IMGVR_UViG_3300007742_000158|3300007742|Ga0105758_1000601: 5,287-15,742 (+)

Retron_VI__HTH (CDS_0021)

capH (CDS_0022)

23
anti-repressor (CDS_0024)

25 28 29

IMGVR_UViG_3300008479_000374|3300008479|Ga0114883_1000116|14167-54949: 26,026-35,529 (+)

43 Retron_VI__HTH (CDS_0045)
capH (CDS_0046)

47

uvig_488461: 29,742-39,057 (+)

47 48
nucleoside triphosphate pyrophosphohydrolase (CDS_0051)

53 54 55

4000 nt

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other transcription regulation unknown function defence (DefenseFinder) defence (PADLOC)

anti-defence (dbAPIS)


