
SAMEA1906531_a1_ct155250_vs1: 38,862-43,399 (+)

55 56 57 58
endolysin (CDS_0059)

60 61

uvig_13941: 36,481-40,829 (+)

57

uvig_469800: 14,204-18,657 (+)

24

MGV-GENOME-0213949: 14,157-19,658 (+)

24 25 26 27 terminase small subunit

IMGVR_UViG_3300030030_000308|3300030030|Ga0245278_100014|191089-226596: 14,505-23,041 (+)

22 23 24

transcriptional regulator (CDS_0025)
Retron_VI__HTH (CDS_0026)

27
28

29 30

uvig_497043: 15,864-22,018 (+)

22 24 28

uvig_21443: 14,359-22,848 (+)

24 25 26 27 28 29

uvig_541589: 14,291-22,937 (+)

24 25 26

uvig_367304: 14,707-24,868 (+)

22 23 24 25
retron_type_VI_hth_cluster2_1 (CDS_0026)

27 28

uvig_491726_: 14,792-24,181 (+)

23 24 25
retron_type_VI_hth_cluster2_1 (CDS_0026)

27 28

IMGVR_UViG_3300045988_087902|3300045988|Ga0495776_164413: 14,792-22,005 (+)

23 24 25

uvig_51447: 15,058-27,191 (+)

23 24 25
retron_type_VI_hth_cluster2_1 (CDS_0026)

27 28 34 35

IMGVR_UViG_3300045988_076273|3300045988|Ga0495776_041313: 15,750-20,852 (+)

24

uvig_118295: 14,684-31,159 (+)

24 25 26

ABCF_OptrA-NCBIFAM ABC-F type ribosomal protection protein OptrA (NF000514.1) (CDS_0027)

28 29
retron_type_VI_hth_cluster2_1 (CDS_0030)

31 32

uvig_508282: 14,288-29,795 (+)

24

ABCF_OptrA-NCBIFAM ABC-F type ribosomal protection protein OptrA (NF000514.1) (CDS_0025)

26 27
retron_type_VI_hth_cluster2_1 (CDS_0028)

29 30

uvig_27382: 44,372-48,907 (+); 1-12,661 (+)

BopD (VF0362) (CDS_0001)
2 3 4 5 6 7 8 966 67

IMGVR_UViG_3300014552_000175|3300014552|Ga0134450_100003|187984-225299: 14,661-23,665 (+)

24 25

PD-Lambda-1__PD-Lambda-1 (CDS_0027)

28
capH (CDS_0029)

retron_type_VI_hth_cluster2_1 (CDS_0030)

IMGVR_UViG_3300023491_000289|3300023491|Ga0257045_100022|10605-47554: 14,285-23,739 (+)

24 25 anti-CRISPR-Cas evasion by DNA repair (APIS169) (CDS_0033)

uvig_109251: 14,937-26,827 (+)

23 24 25 26

uvig_47164: 14,652-25,688 (+)

21
holin (CDS_0022)

24 25 27

MGV-GENOME-0337526: 14,869-33,570 (+)

25 26 27 28 29 30

AbiEi_WP_087193970.1 AbiEi (CDS_0031)

32 33
transcriptional repressor (CDS_0034)

35 36 37 38

IMGVR_UViG_3300045988_136788|3300045988|Ga0495776_093426: 14,168-34,562 (+)

24 25 26 27 28 29
AbiEi_WP_087193970.1 AbiEi (CDS_0030)

31 32 36

uvig_435813_: 14,168-29,404 (+)

2425 26 27

MGV-GENOME-0159425: 14,787-21,473 (+)

2526 27 28 29 30 31

MGV-GENOME-0154985: 14,154-20,884 (+)

2324 25 26 27 28 29 30

MGV-GENOME-0226393: 13,353-22,640 (+)

19 20 anti-repressor (CDS_0025) 26
27

28
29

30 31 32 33 34 35

8000 nt

head and packaging integration and excision lysis tail transcription regulation unknown function defence (DefenseFinder) defence (PADLOC) virulence (VFDB) anti-defence (dbAPIS)

AMR (AMRFinderPlus)


