
uvig_541589: 16,294-28,561 (+)

21 22
endolysin (CDS_0023)

24 25 26 27 integrase (CDS_0028) 29

transcriptional regulator (CDS_0030)
Retron_VI__HTH (CDS_0031)

32 33 34 35 36 37

anti-CRISPR-Cas evasion by DNA repair (APIS169) (CDS_0038)

39 40

IMGVR_UViG_3300045988_076273|3300045988|Ga0495776_041313: 16,786-28,289 (+)

24 26

transcriptional regulator (CDS_0027)
Retron_VI__HTH (CDS_0028)

29 30 31 32 33 35 39

MGV-GENOME-0304542: 14,288-22,013 (+)

19 20 Retron_VI__HTH (CDS_0024) 25 26 27 28

uvig_235749: 13,875-21,201 (+)

23 24

MGV-GENOME-4424240: 16,699-26,721 (+)

PDC-S05_WP_205747975.1 (CDS_0026) 27
28

29 30
31

32

IMGVR_UViG_3300029059_000380|3300029059|Ga0169653_100356|7981-45207: 15,651-24,952 (+)

PDC-S05_WP_205747975.1 (CDS_0025) 26
27

28 29
30

31

IMGVR_UViG_3300045988_036630|3300045988|Ga0495776_185177: 16,375-25,843 (+)

PDC-S05_WP_205747975.1 (CDS_0026) 27
28

capH (CDS_0029)
retron_type_VI_hth_cluster2_1 (CDS_0030)

31 32

uvig_77943: 16,874-30,705 (+)

FS_Sma__Sma (CDS_0027)
28 29 30 31 32 33 34 35

uvig_556397: 16,230-30,439 (+)

retron_type_VI_hth_cluster2_1 (CDS_0024)

PD-Lambda-1__PD-Lambda-1 (CDS_0029)

30 31
32

33 34 35 36 37 41 43

MGV-GENOME-0331092: 14,367-27,619 (+)

21 holin (CDS_0022)

PD-Lambda-1__PD-Lambda-1 (CDS_0026)

27 28
29

30 31 32 33 34

IMGVR_UViG_3300045988_087902|3300045988|Ga0495776_164413: 17,086-28,127 (+)

23 24 25 PD-Lambda-1__PD-Lambda-1 (CDS_0029) 30 31 32 33 34

5000 nt

DNA, RNA and nucleotide metabolism integration and excision lysis transcription regulation unknown function defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS)


