PDC-505_WP_181573034.1 (CDS_0029)
tail protein (CDS_0023) endolysin (CDS_0028) DarB-like antirestriction (CDS_0034)
22 24 25 26 27 [ | 30 31 32 33 35 36

— E— I —— S R E— —
IMGVR_UViG_3300028992_000064|3300028992|Ga0169609_100025|58256-114150: 19,254-36,998 (+)
27 PDC-S05_WP_181573034.1 (CDS_0029)

%

I —
MGV-GENOME-0295654:19,254-36,548 (+)
PDC-S05_WP_181573034.1 (CDS_0031)
27 28 VCA0356 (CDS_0033)

I S
uvig_471300: 19,257-36,509 (+)
PDC-S05_WP_181573034.1 (CDS_0031)
33

uvig_202275:19,991-36,856 (+)
PD-Lambda-2_B_WP_186338929.1 (CDS_0031) 32 34 35 38

I —— R I S S SIS BN S S S— ——
uvig_38511:18,817-36,290 (+)

SoFic__SoFic (CDS_0029) 31 32 33 34 40

— I S BN I S E—
IMGVR_UViG_3300029873_000399|3300029873|Ga0245321_100082|75152-133028: 20,196-39,353 (+)
31 32

I ¢ ' % | N~ ______§B | _____& ! __§ 8 | & _ ]|
uvig_177836:20,196-37,449 (+)

PDC-S05_WP_181573034.1 (CDS_0031)

33 34 35 36

I S E—
uvig_282813:19,682-38,256 (+)

28 34 35 36 37
| & N &y N [} | "} ] N
uvig_87709:21,637-37,999 (+)
34

-
uvig_197905:21,282-37,426 (+)

— - NN ]
IMGVR_UViG_2923973727_000004|2923973727|2923973740|42254-98922: 20,041-37,884 (+)
VCA0356 (CDS_0031)

@

— — e IS — E—
IMGVR_UViG_3300039364_000043|3300039364|Ga0169251_00038|47819-104952:19,992-36,928 (+)

VCAO0356 (CDS_0032)
33

—
uvig_90922:22,006-37,428 (+)
5556 57 58

— — I R N S— N I E— —
IMGVR_UViG_3300029736_000343|3300029736|Ga0245186_100087[19069-76771:35,836-52,811 (+)

E

— . N S S S —— R N— E—
MGV-GENOME-0294448:20,042-36,597 (+)

33 34 35

I
uvig_24994:19,609-36,696 (+)
endolysin (CDS_0031) 33 3435 36 37

I N —
uvig 203113:19,682-39,040 (+)
34
BstA abortive infection system (CDS_0033) TSQ 36 37

5

OTU_820:20,233-38,469 (+)
RosmerTA_RmrA_2634932349 (CDS_0031)
29 30 32 3334

uvig_578828:19,790-39,494 (+)
BstA abortive infection system (CDS_0030)
29 31

I
OTU_1509: 19,259-36,967 (+)
RosmerTA_RmrA_2634932349 (CDS_0029)
endolysin (CDS_0026)
19 24 25 27 28 30 31 32

\
!
:

I
MGV-GENOME-0322229:17,058-39,127 (+)
UmuD-like protein (CDS_0037)
DNA polymerase (CDS_0036)
31 32 33 34 35 | 38

uvig_87902: 19,681-38,686 (+)
31
tail protein 27 28 2930

—r———— — T — — T — - —
uvig_70399:18,722-34,689 (+)

8000 nt {
DNA, RNA and nucleotide metabolism head and packaging moron, auxiliary metabolic gene and host takeover tail unknown function defence (DefenseFinder) defence (PADLOC)
L]




