
IMGVR_UViG_2744054915_000005|2744054915|2744101664|76638-113594: 1,304-11,688 (+)

2

minor head protein and DNA pilot (CDS_0003)

4 5

MTase_II_00039 Type (CDS_0006)
translational regulator (CDS_0007)

8 9
tail fiber protein (CDS_0010)

11 12 13 14 15 baseplate hub

uvig_579021: 1,548-14,178 (+)

7 8 10
tail fiber assembly (CDS_0011)

tail fiber protein (CDS_0012)

IMGVR_UViG_7000000706_000038|7000000706|SRS024021_Baylor_scaffold_7839: 1,548-13,430 (+)

7 8 9

IMGVR_UViG_2690315907_000002|2690315907|2690321996|255102-292434: 1,526-11,251 (+)

5

Jallet_1C_hits_grouped (CDS_0006)
translational regulator (CDS_0008)

9
tail protein (CDS_0010)

tail fiber protein (CDS_0011)

IMGVR_UViG_3300008144_000143|3300008144|Ga0114284_1000406: 1-13,857 (+)

1 5 6 7 8

MTase_II_00039 Type (CDS_0009)
gpCom control of modification (CDS_0010)

11 12
tail fiber assembly (CDS_0013)

tail collar fiber protein (CDS_0014)

SRS019276_a1_ct17476_vs1: 1-17,554 (+)

5 6 7 8 9 10

MTase_II_00039 Type (CDS_0011)

12 13
tail fiber assembly (CDS_0014)

tail fiber protein (CDS_0015)

SRS019176_a1_ct26155_vs01: 1-16,045 (+)

2

cmr1gr7_III-B_III-C_5 (CDS_0003)

cd09679 CAS-III; (CDS_0004)

MTase_II_00039 Type (CDS_0005)

virion structural protein (CDS_0006)
7 8 9 10 tail fiber protein (CDS_0011)

SRS014941_a1_ct12241_vs1: 246-13,333 (+)

ABC transporter (CDS_0001)
MTase_II_00039 Type (CDS_0002)

3
virion structural protein (CDS_0004)

5 6 7 8 tail fiber protein (CDS_0009)

IMGVR_UViG_3300009363_000109|3300009363|Ga0115223_1000317: 1-12,685 (+)

3 4
MTase_II_00039 Type (CDS_0005)

6 7 8 910 11 tail fiber protein (CDS_0012)

IMGVR_UViG_3300008405_000008|3300008405|Ga0115221_1000077: 1-12,007 (+)

1
MTase_II_00039 Type (CDS_0002)

3 4 5 6 7 8 tail fiber protein (CDS_0009)

IMGVR_UViG_3300006253_000247|3300006253|Ga0099372_1000258|22976-63122: 1-16,085 (+)

transposase (CDS_0005)
MTase_II_00039 Type (CDS_0006)

7 8 9 10
11

12 tail fiber protein (CDS_0013)

IMGVR_UViG_7000000673_000075|7000000673|SRS017025_Baylor_scaffold_32542|4451-43897: 1-15,385 (+)

MTase_II_00039 Type (CDS_0005)
6 7 8 910 11 tail fiber protein (CDS_0012)

IMGVR_UViG_3300007732_000070|3300007732|Ga0105756_100126|17796-58009: 1-15,705 (+)

MTase_II_00039 Type (CDS_0005)
6 7 8 9 10 11 tail fiber protein (CDS_0012)

IMGVR_UViG_2634166438_000001|2634166438|2634540541|2949-46275: 1-17,433 (+)

5

MTase_II_00039 Type (CDS_0006)

7
virion structural protein (CDS_0008)

9 10
11

12 tail fiber protein (CDS_0013)

IMGVR_UViG_2811995173_000001|2811995173|2812077823|714-39990: 1-14,516 (+)

5
MTase_II_00039 Type (CDS_0006)

7 8 9 10
11

12 tail fiber protein (CDS_0013)

IMGVR_UViG_3300008506_000309|3300008506|Ga0115176_1000329|10306-45417: 1-11,050 (+)

5 6 7 8 9 tail fiber protein (CDS_0010)

IMGVR_UViG_2814123405_000001|2814123405|2814202301|12366-48440: 1-10,990 (+)

5 6 7 8 9 tail fiber protein (CDS_0010)

IMGVR_UViG_3300008645_000008|3300008645|Ga0111425_100165: 1-18,925 (+)

5
MTase_II_00039 Type (CDS_0006)

7tail fiber protein (CDS_0008)9 10
11

12 tail fiber protein (CDS_0013)

IMGVR_UViG_3300008144_000168|3300008144|Ga0114284_1000175|20781-61110: 1-15,680 (+)

MTase_II_00039 Type (CDS_0005)

6
virion structural protein (CDS_0007)

8 910 11 tail fiber protein (CDS_0012)

IMGVR_UViG_7000000438_000032|7000000438|SRS013945_WUGC_scaffold_18908: 1-16,533 (+)

5

MTase_II_00039 Type (CDS_0006)

7
virion structural protein (CDS_0008)

9 10
11

12 tail fiber protein (CDS_0013)

IMGVR_UViG_3300011936_000155|3300011936|Ga0119780_100157|10680-48227: 1-13,091 (+)

2

MTase_II_00039 Type (CDS_0003)

4
virion structural protein (CDS_0005)

6 7 8 9 tail fiber protein (CDS_0010)

SRS098482_a1_ct108613_vs01: 1-22,766 (+)

5 6 7 8 9 10 11 12

MTase_II_00039 Type (CDS_0013)

14
virion structural protein (CDS_0015)

16 17
18

19 tail fiber protein (CDS_0020)

IMGVR_UViG_3300008304_000155|3300008304|Ga0115174_100082|193-41837: 1-17,586 (+)

5 6 7

MTase_II_00039 Type (CDS_0008)

9
virion structural protein (CDS_0010)

11 12
13

14 tail fiber protein (CDS_0015)

IMGVR_UViG_7000000286_000222|7000000286|SRS024081_LANL_scaffold_16128|3997-45395: 1-16,665 (+)

5

MTase_II_00039 Type (CDS_0006)
virion structural protein (CDS_0007)

8 9 10
11

12 tail fiber protein (CDS_0013)

IMGVR_UViG_3300008123_000098|3300008123|Ga0114854_100025|17548-59337: 1-17,052 (+)

5

MTase_II_00039 Type (CDS_0006)
virion structural protein (CDS_0007)

8 9 10
11

12 tail fiber protein (CDS_0013)

IMGVR_UViG_3300006250_000210|3300006250|Ga0099391_100233|6766-48555: 1-17,052 (+)

5

MTase_II_00039 Type (CDS_0006)
virion structural protein (CDS_0007)

8 9 10
11

12 tail fiber protein (CDS_0013)

SRS150032_a1_ct7055_vs1: 46,657-47,198 (+); 1-22,438 (+)

5
ABC transporter (CDS_0006)

7 8

tRNA nucleotidyltransferase (CDS_0009)

10 11
MTase_II_00039 Type (CDS_0012)

virion structural protein (CDS_0013)

14
15

16 17 tail fiber protein (CDS_0018)terminase small subunit (CDS_0065)

SRS013945_a1_ct289_vs1: 1-28,277 (+)

5 6 7

trim_DfrA3-NCBIFAM trimethoprim-resistant dihydrofolate reductase DfrA3 (NF000019.2) (CDS_0008)

tail protein (CDS_0009)
tail protein (CDS_0010)

tail length tape measure protein (CDS_0011)

12
tail protein (CDS_0013)

head closure (CDS_0014)

15 16

virion structural protein (CDS_0017)

18 19
20

21 tail fiber protein (CDS_0022)

IMGVR_UViG_3300008346_000127|3300008346|Ga0115410_100074|16950-52656: 1,304-11,280 (+)

6 tail fiber protein (CDS_0007)

IMGVR_UViG_2811995166_000001|2811995166|2812076185|34228-69926: 1-11,277 (+)

MTase_II_00039 Type (CDS_0005)
gpCom control of modification (CDS_0006)

7 tail fiber protein (CDS_0008)

IMGVR_UViG_2869907758_000003|2869907758|2869907758|1483929-1521701: 1-12,833 (+)

5
MTase_II_00039 Type (CDS_0006)

7 tail fiber protein (CDS_0008)

IMGVR_UViG_3300019854_000021|3300019854|Ga0206370_1105: 1-9,613 (+)

5 6 tail fiber protein (CDS_0007)

IMGVR_UViG_2765235961_000002|2765235961|2765259354|2258968-2293682: 1-9,939 (+)

5 6 7

IMGVR_UViG_3300008271_000195|3300008271|Ga0111085_100312|3-34073: 1-10,427 (+)

5 6

IMGVR_UViG_3300007967_000003|3300007967|Ga0105958_100005: 1-15,258 (+)

5
MTase_II_00039 Type (CDS_0006)

7

enoyl-CoA hydratase/carnithine racemase-like (CDS_0008)

9 10

IMGVR_UViG_3300008514_000120|3300008514|Ga0111023_100019|34536-72425: 1-14,022 (+)

MTase_II_00039 Type (CDS_0005)
6 7 8 9

IMGVR_UViG_3300006321_000222|3300006321|Ga0099624_100023|58871-98832: 1-14,994 (+)

5
MTase_II_00039 Type (CDS_0006)

7 8 9 10

SRS144124_a1_ct19155_vs1: 1-9,221 (+)

2 tail fiber protein (CDS_0004)

IMGVR_UViG_3300008135_000116|3300008135|Ga0111463_1000244: 1-8,331 (+)

tail fiber protein (CDS_0003)

IMGVR_UViG_3300007347_000056|3300007347|Ga0104340_100149: 1-11,480 (+)

minor head protein and DNA pilot (CDS_0004)
6 7 11

SRS148094_a1_ct11026_vs1: 1-13,661 (+)

transposase (CDS_0005)
transposase (CDS_0006)

MTase_II_00039 Type (CDS_0007)
DNA methyltransferase (CDS_0008)

enoyl-CoA hydratase/carnithine racemase-like (CDS_0009)

10 tail fiber protein (CDS_0011)

SRS143732_a1_ct11087_vs01: 1,517-13,721 (+)

5 6 7

MTase_II_00039 Type (CDS_0008)

9
10

11 12

SRS077390_a1_ct12691_vs1: 1-12,301 (+)

5
MTase_II_00039 Type (CDS_0006)

7 8 tail collar fiber protein (CDS_0009)

IMGVR_UViG_3300014037_000221|3300014037|Ga0119816_1000125|48009-82952: 1-9,709 (+)

minor head protein and DNA pilot (CDS_0003)
MTase_II_00039 Type (CDS_0005)

6 7 tail collar fiber protein (CDS_0008)

SRS019798_a1_ct2667_vs01: 1-10,354 (+)

ribosomal protein S21 (CDS_0001)

2 3 4 5
MTase_II_00039 Type (CDS_0006)

7 8 tail collar fiber protein (CDS_0009)

IMGVR_UViG_3300014024_000111|3300014024|Ga0119801_100135|29980-72235: 1-18,966 (+)

5 6 7

anti-CRISPR-Cas evasion by DNA repair (APIS120) (CDS_0008)

9

RecT-like ssDNA annealing protein (CDS_0010)

11

anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0012)

13
14

15

16
17

18
19

20

MTase_II_00039 Type (CDS_0021)

22 23 24

SRS016139_a1_ct516_vs1: 1-17,233 (+)

5 6 7 8 9

MerP-TIGRFAMs TIGRFAMs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (CDS_0010)

11
Rnase H (CDS_0012)

13 14

tail fiber assembly (CDS_0015)
tail fiber protein (CDS_0016)

17

10000 nt

DNA, RNA and nucleotide metabolism connector head and packaging integration and excision moron, auxiliary metabolic gene and host takeover other tail unknown function

defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS) AMR (AMRFinderPlus) tRNA


