late transcriptional activator

DNA binding protein (CDS_0033)
32 34 35 36 37 38 39 40 41 42 transposase (CDS_0043) 44 transcriptional regulator (CDS_0045)

|
| 1

— — —
IMGVR_UViG_2869907758_000003|2869907758|2869907758|1483929-1521701: 24,621-32,634 (+)

Cl-like repressor (CDS_0047)  endolysin (CDS_0050)
35 38 39 42 HTH DNA binding protein (CDS_0046) 48 49

é
|

I
IMGVR_UViG_3300019854_000021|3300019854]Ga0206370_1105:22,719-32,120 (+)
34 35

IMGVR_UViG_2765235961_000002|2765235961|2765259354(2258968-2293682: 21,479-28,342 (+)
26 31

Y —————]
MGVR_UViG_3300008135_000116|3300008135|Ga0111463_1000244: 19,987-26,649 (+)

39 41 43

IMGVR_UViG_3300008123_000098|3300008123|Ga0114854_100025[17548-59337: 28,924-35,440 (+)
37

MGVR_UViG_3300008514_000120|3300008514|Ga0111023_100019|34536-72425:25,324-32,111 (+)
37 39 41 transposase (CDS_0042)

S S ES—
IMGVR_UViG_3300007997_000178|3300007997|Ga0111053_100142(22802-57797:23,756-29,869 (+)

41 transposase (CDS_0042) 50

IMGVR_UVIG_2814123365_000002|2814123365|2814199258|570387-605118:23,534-32,285 (+)
3000 nt i
DNA, RNA and nucleotide metabolism integration and excision lysis moron, auxiliary metabolic gene and host takeover transcription regulation unknown function
—




