
MGV-GENOME-0275963: 21,558-27,527 (+)

endolysin (CDS_0025)
26 27 28 29

EF-Tu (VF0877) (CDS_0030)
31 32 33 34 35

MGV-GENOME-0282717: 21,542-27,209 (+)

30

MGV-GENOME-0311217: 21,525-27,926 (+)

30

MGV-GENOME-0302222: 21,507-28,036 (+)

30

MGV-GENOME-0291174: 21,527-28,942 (+)

30 31

IMGVR_UViG_3300045988_139206|3300045988|Ga0495776_173040: 21,553-31,997 (+)

30 31 32

SAMEA1906431_a1_ct61788_vs1: 21,527-37,013 (+)

30 31 32 ClpC (VF0072) (CDS_0033) 34 35
retron_type_VI_hth_cluster2_1 (CDS_0036)

37 EF-Tu (VF0877) (CDS_0038)

IMGVR_UViG_3300008081_000433|3300008081|Ga0113559_100017|2-41028: 20,682-27,136 (+)

22
23 24 EF-Tu (VF0877) (CDS_0027)

6000 nt

lysis unknown function defence (PADLOC) virulence (VFDB)


