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21
endolysin (CDS_0022)

23 24 tRNA-Met(CAT)

MGV-GENOME-0205332: 9,783-23,721 (+)

20

endolysin (CDS_0021)

22
toxin (CDS_0023)

toxin-antitoxin system HicB-like (CDS_0024)

site-specific recombination directionality factor RDF (CDS_0025)

MGV-GENOME-0209623: 9,843-29,677 (+)

20
endolysin (CDS_0021)

capH (CDS_0022)

23 24
25

26

antitoxin mazE-like (CDS_0027)

28 29
30

31 32 site-specific recombination directionality factor RDF (CDS_0033)

MGV-GENOME-0163227: 9,414-22,246 (+)

19
20

21 22 site-specific recombination directionality factor RDF (CDS_0023)

MGV-GENOME-0186935: 9,834-25,754 (+)

21
endolysin (CDS_0022)

23 24 25
26

27

28 29 30

MGV-GENOME-0186085: 9,843-25,613 (+)

hemolysin (CDS_0021)

holin (CDS_0022)
endolysin (CDS_0023)

24 25 26
27
28

29 30 site-specific recombination directionality factor RDF (CDS_0031)

MGV-GENOME-0188644: 9,843-26,024 (+)

hemolysin (CDS_0021)

holin (CDS_0022)
endolysin (CDS_0023)

24 25 26 27
28

29 30 site-specific recombination directionality factor RDF (CDS_0031)

uvig_185786: 9,815-27,712 (+)

holin (CDS_0021)
endolysin (CDS_0022)

23
transposase (CDS_0024)

transcriptional regulator (CDS_0025)

26 27 28 site-specific recombination directionality factor RDF (CDS_0029)

MGV-GENOME-0184912: 9,815-23,572 (+)

21
endolysin (CDS_0022)

23 24 25 site-specific recombination directionality factor RDF (CDS_0026)

MGV-GENOME-0199564: 10,641-26,916 (+)

holin (CDS_0020)
endolysin (CDS_0021)

22 23 24 25 26

MGV-GENOME-0204181: 9,764-28,714 (+)

holin (CDS_0020)
endolysin (CDS_0021)

22 23 2425 26 27 28 29 site-specific recombination directionality factor RDF (CDS_0030)

uvig_159268: 9,788-25,455 (+)

holin (CDS_0021)
endolysin (CDS_0022)

23 24
25

transcriptional regulator (CDS_0026)

27 site-specific recombination directionality factor RDF (CDS_0028)

SAMN11252290_a1_ct163836_vs1: 9,780-25,133 (+)
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holin (CDS_0021)

endolysin (CDS_0022)
endonuclease (CDS_0023)

DNA helicase (CDS_0024)
25 26 27 VCA0458 (CDS_0028)
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